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Table S1: Criteria used to define the four different peanut phenotype groups in this study 
	
	LEAP Study

	PAS (LEAP study)

	EAT Study


	GROUP EP – early PA that is persistent 

	Baseline SPT>4mm (before or at 12m) or positive peanut OFC at baseline

The avoidance group and the non-per protocol consumption group were included. 

Subjects in the consumption group eating per-protocol amounts of peanut with SPT > 4mm were included in the NA group since SPT is not diagnostic of PA in peanut consuming participants. 

60m study endpoint -PA as proven by OFC
	Baseline SPT>4mm (before 12m) 

60m study endpoint -PA as proven by OFC
	Baseline SPT>4mm (before or at 12m) or positive peanut OFC at baseline

Including standard introduction group and early introduction group


36m study endpoint -PA as proven by OFC

	GROUP ER – early PA developers with PA resolution

	Baseline SPT >4mm (before or at 12m) or positive peanut OFC at baseline

The avoidance group and the non-per protocol consumption group were included.

60m study endpoint - not PA as proven by OFC
	Baseline SPT >4mm (before 12m) 



60m study endpoint - not PA as proven by OFC

	Baseline SPT >4mm (before or at 12m) or positive peanut OFC at baseline 

Including standard introduction group and early introduction group

36m study endpoint – not PA as proven by OFC or by negative SPT and consumption of more than ≥2g of peanut protein in a single portion in the last month or history of ever consuming ≥2g of peanut protein on at least three occasions

	GROUP LA – late PA developers

	Baseline SPT 0-4mm (before and at 12m) or SPT missing 

Including consumers and avoiders 

60m study endpoint – PA as proven by OFC
	Baseline SPT 0-4mm at baseline 
*1 patient only


60 study endpoint – PA as proven by OFC
	Baseline SPT 0-4mm (before and at 12m) or SPT missing 

Including standard introduction group and early introduction group

36m study endpoint – PA as proven by OFC 

	GROUP NA – no PA at any time point
	SPT ≤4mm before and at 12m (n=) or SPT missing (n=)

Including consumers and avoiders 

60m study endpoint – not PA as proven by OFC
	PAS Group 1
	SPT ≤4mm before and at 12m (n=) or SPT missing (n=)

Including standard introduction group and early introduction group

36 study endpoint – not PA by OFC or by negative SPT and consumption of more than ≥2g of peanut protein in a single portion in the last month or history of ever consuming ≥2g of peanut protein on at least three occasions

	PA= peanut allergy




Online Repository Text T1 – Additional information regarding imputations conducted for the statistical analysis of this study 

There were a large number of missing baseline SPT data as the infants randomized to the EAT avoidance group did not have baseline SPT performed. Since randomization balances baseline factors between groups, we could match the distribution of SPT observed in the early intervention group with an imputed distribution in the avoidance group.  This regression imputation interpolated the missing baseline SPT in the EAT avoidance group using the same participant’s 12m peanut SPT results and was constrained to match the overall distribution of SPT from the EAT early introduction group at baseline.  In addition, because Ara h1, Ara h2, and Ara h3 were only assayed when peanut-sIgE was ≥ 0.1 kUA/L, there were many missing values for these biomarkers when total peanut specific IgE was low.  Therefore, we imputed these missing values based on the geometric mean ratios between Ara h1, Ara h2 and Ara h3 and peanut sIgE. Specifically, for each subject we applied the following ratios 0.5, 0.75, and 0.5 to their peanut sIgE to obtain imputed values for Ara h1, Ara h2, Ara h3, respectively.  Values imputed to be below the lower limit of detection were set to the lower limit of detection (LLOD) of 0.01. 
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Table S2: Patient characteristics of the participants in the missing group who had a baseline SPT≥4mm and did not attend for their end of study visit

	[bookmark: IDX]
	Group EP-Early and Persistent PA                                        (N=76)
	Group ER-Early PA then Resolution of PA                                        (N=36)
	Participants with Missing 60m (study endpoint) data                                        (N=17)
	Total                                       (N=129)
	p value

	Peanut Wheal at Baseline
	 
	 
	 
	 
	<0.0011

	    N
	67
	26
	17
	110
	 

	    Missing
	9
	10
	0
	19
	 

	    Mean (SD)
	6.2 (3.44)
	3.3 (2.81)
	8.0 (2.18)
	5.8 (3.47)
	 

	    Median
	7.0
	4.0
	8.0
	6.0
	 

	    Q1, Q3
	4.0, 9.0
	0.0, 5.0
	6.0, 10.0
	4.0, 8.0
	 

	    Range
	(0.0-12.0)
	(0.0-8.0)
	(5.0-12.0)
	(0.0-12.0)
	 

	Peanut IgE Baseline
	 
	 
	 
	 
	<0.0011

	    N
	70
	35
	16
	121
	 

	    Missing
	6
	1
	1
	8
	 

	    Mean (SD)
	24.9 (69.15)
	5.1 (15.63)
	12.2 (10.43)
	17.5 (53.97)
	 

	    Median
	5.9
	0.4
	12.0
	3.2
	 

	    Q1, Q3
	0.6, 14.1
	0.1, 2.2
	3.8, 18.1
	0.3, 12.7
	 

	    Range
	(0.0-400.0)
	(0.0-87.7)
	(0.1-33.3)
	(0.0-400.0)
	 

	Age at Baseline (Months)
	 
	 
	 
	 
	<0.0011

	    N
	76
	36
	17
	129
	 

	    Missing
	0
	0
	0
	0
	 

	    Mean (SD)
	7.4 (2.39)
	5.9 (2.44)
	8.8 (1.76)
	7.2 (2.48)
	 

	    Median
	7.7
	5.7
	9.8
	7.2
	 

	    Q1, Q3
	5.7, 9.2
	3.5, 8.1
	7.0, 10.2
	5.5, 9.2
	 

	    Range
	(3.1-10.9)
	(3.1-10.7)
	(6.0-10.8)
	(3.1-10.9)
	 

	 
	 
	 
	 
	 
	 

	Gender
	 
	 
	 
	 
	0.0492

	    Female
	25 (32.9%)
	13 (36.1%)
	11 (64.7%)
	49 (38.0%)
	 

	    Male
	51 (67.1%)
	23 (63.9%)
	6 (35.3%)
	80 (62.0%)
	 

	 
	 
	 
	 
	 
	 

	Race
	 
	 
	 
	 
	0.3462

	    Non-White
	27 (35.5%)
	12 (33.3%)
	9 (52.9%)
	48 (37.2%)
	 

	    White
	49 (64.5%)
	24 (66.7%)
	8 (47.1%)
	81 (62.8%)
	 

	Ethnicity
	 
	 
	 
	 
	0.0852

	    Asian
	2 (2.6%)
	4 (11.1%)
	3 (17.6%)
	9 (7.0%)
	 

	    Black
	8 (10.5%)
	6 (16.7%)
	2 (11.8%)
	16 (12.4%)
	 

	    Chinese/Other
	5 (6.6%)
	0 (0.0%)
	0 (0.0%)
	5 (3.9%)
	 

	    Mixed
	12 (15.8%)
	2 (5.6%)
	4 (23.5%)
	18 (14.0%)
	 

	    White
	49 (64.5%)
	24 (66.7%)
	8 (47.1%)
	81 (62.8%)
	 

	Eczema
	 
	 
	 
	 
	0.0012

	    No
	3 (3.9%)
	9 (25.0%)
	0 (0.0%)
	12 (9.3%)
	 

	    Yes
	73 (96.1%)
	27 (75.0%)
	17 (100.0%)
	117 (90.7%)
	 

	Egg Allergy at Baseline LEAP/PAS and 1 Year EAT
	 
	 
	 
	 
	0.0162

	    Missing
	1 (.%)
	1 (.%)
	0 (.%)
	2
	 

	    No
	11 (14.7%)
	13 (37.1%)
	2 (11.8%)
	26 (20.5%)
	 

	    Yes
	64 (85.3%)
	22 (62.9%)
	15 (88.2%)
	101 (79.5%)
	 

	SCORAD Screening
	 
	 
	 
	 
	0.0821

	    N
	76
	36
	17
	129
	 

	    Missing
	0
	0
	0
	0
	 

	    Mean (SD)
	37.6 (19.27)
	28.6 (25.12)
	38.6 (14.25)
	35.2 (20.80)
	 

	    Median
	36.5
	25.0
	42.0
	36.0
	 

	    Q1, Q3
	24.6, 52.8
	1.9, 48.3
	26.5, 47.5
	18.0, 51.0
	 

	    Range
	(0.0-81.0)
	(0.0-80.5)
	(7.6-59.0)
	(0.0-81.0)
	 

	SCORAD Screening Groups
	 
	 
	 
	 
	0.0102

	    No Eczema (SCORAD=0)
	3 (3.9%)
	9 (25.0%)
	0 (0.0%)
	12 (9.3%)
	 

	    Mild Eczema (0< SCORAD <15)
	9 (11.8%)
	4 (11.1%)
	1 (5.9%)
	14 (10.9%)
	 

	    Moderate Eczema (15<= SCORAD <40
	32 (42.1%)
	10 (27.8%)
	6 (35.3%)
	48 (37.2%)
	 

	    Severe Eczema (SCORAD>=40)
	32 (42.1%)
	13 (36.1%)
	10 (58.8%)
	55 (42.6%)
	 

	1Kruskal Wallis    2Chi-Square





Table S3 – Clinical characteristics of the participants categorised by individual study cohorts
	Clinical characteristics of the participants categorised by individual study cohorts 

	
	EAT                                        (N=1303)
	LEAP                                        (N=640)
	PAS 
(N=194)
	Total                                       (N=2137)
	p value

	
	
	
	PAS I (Low Risk)                                        (N=118)
	PAS IV (High Risk)                                        (N=76)
	
	

	Randomized Treatment
	 
	 
	 
	 
	 
	<0.0011

	    Avoidance
	651 (50.0%)
	321 (50.2%)
	0 (0.0%)
	0 (0.0%)
	972 (45.5%)
	 

	    Consumption
	652 (50.0%)
	319 (49.8%)
	0 (0.0%)
	0 (0.0%)
	971 (45.4%)
	 

	    N/A
	0 (0.0%)
	0 (0.0%)
	118 (100%)
	76 (100.0%)
	194 (9.1%)
	 

	Age at Baseline (Months)
	 
	 
	 
	 
	 
	<0.0012

	    N
	1303
	640
	118
	76
	2137
	 

	    Missing
	0
	0
	0
	0
	0
	 

	    Mean (SD)
	3.39 (0.23)
	7.78 (1.73)
	7.50 (1.83)
	8.25 (1.88)
	5.10 (2.42)
	 

	    Median
	3.38
	7.79
	7.18
	8.43
	3.61
	 

	    Q1, Q3
	3.19, 3.58
	6.29, 9.07
	5.82, 9.03
	6.62, 10.14
	3.32, 6.77
	 

	    Range
	(2.96-4.14)
	(4.04-10.97)
	(4.47-10.84)
	(5.09-10.94)
	(2.96-10.97)
	 

	Gender
	 
	 
	 
	 
	 
	<0.0011

	    Female
	650 (49.9%)
	256 (40.0%)
	41 (34.7%)
	32 (42.1%)
	979 (45.8%)
	 

	    Male
	653 (50.1%)
	384 (60.0%)
	77 (65.3%)
	44 (57.9%)
	1158 (54.2%)
	 

	Ethnicity
	 
	 
	 
	 
	 
	<0.0011

	    Asian
	28 (2.1%)
	24 (3.8%)
	9 (7.6%)
	4 (5.3%)
	65 (3.0%)
	 

	    Black
	41 (3.1%)
	48 (7.5%)
	11 (9.3%)
	11 (14.5%)
	111 (5.2%)
	 

	    Chinese/Other
	11 (0.8%)
	9 (1.4%)
	3 (2.5%)
	2 (2.6%)
	25 (1.2%)
	 

	    Mixed
	119 (9.1%)
	89 (13.9%)
	10 (8.5%)
	10 (13.2%)
	228 (10.7%)
	 

	    White
	1104 (84.7%)
	470 (73.4%)
	85 (72.0%)
	49 (64.5%)
	1708 (79.9%)
	 

	Eczema
	 
	 
	 
	 
	 
	<0.0011

	    Missing
	1 (.%)
	0 (.%)
	0 (.%)
	0 (.%)
	1
	 

	    No
	985 (75.7%)
	17 (2.7%)
	17 (14.4%)
	0 (0.0%)
	1019 (47.7%)
	 

	    Yes
	317 (24.3%)
	623 (97.3%)
	101 (85.6%)
	76 (100.0%)
	1117 (52.3%)
	 

	Egg Allergy at Baseline LEAP/PAS and 1 Year EAT
	 
	 
	 
	 
	 
	<0.0011

	    Missing
	177 (.%)
	0 (.%)
	0 (.%)
	0 (.%)
	177
	 

	    Not Allergic
	1079 (95.8%)
	232 (36.3%)
	118 (100.0%)
	10 (13.2%)
	1439 (73.4%)
	 

	    Allergic
	47 (4.2%)
	408 (63.8%)
	0 (0.0%)
	66 (86.8%)
	521 (26.6%)
	 

	SCORAD Screening
	 
	 
	 
	 
	 
	<0.0012

	    N
	1302
	640
	118
	76
	2136
	 

	    Missing
	1
	0
	0
	0
	1
	 

	    Mean (SD)
	2.88 (7.28)
	34.39 (18.86)
	9.70 (7.04)
	39.26 (18.28)
	13.99 (19.42)
	 

	    Median
	0.00
	32.50
	8.50
	38.50
	3.60
	 

	    Q1, Q3
	0.00, 0.00
	20.00, 47.50
	3.90, 14.50
	24.80, 52.75
	0.00, 24.00
	 

	    Range
	(0.00-75.00)
	(0.00-82.60)
	(0.00-33.00)
	(4.10-81.00)
	(0.00-82.60)
	 

	SCORAD Screening Groups
	 
	 
	 
	 
	 
	<0.0011

	    Missing
	1 (.%)
	0 (.%)
	0 (.%)
	0 (.%)
	1
	 

	    1No Eczema (SCORAD=0)
	985 (75.7%)
	17 (2.7%)
	17 (14.4%)
	0 (0.0%)
	1019 (47.7%)
	 

	    2Mild Eczema (0< SCORAD <15)
	242 (18.6%)
	90 (14.1%)
	75 (63.6%)
	7 (9.2%)
	414 (19.4%)
	 

	    3Moderate Eczema (15<= SCORAD <40
	66 (5.1%)
	291 (45.5%)
	26 (22.0%)
	35 (46.1%)
	418 (19.6%)
	 

	    4Severe Eczema (SCORAD>=40)
	9 (0.7%)
	242 (37.8%)
	0 (0.0%)
	34 (44.7%)
	285 (13.3%)
	 

	Staphylococcus Aureus (Nasal or Skin) Ever
	 
	 
	 
	 
	 
	*

	    Missing
	1303 (.%)
	0 (.%)
	118 (.%)
	76 (.%)
	1497
	 

	    0
	0 (0.0%)
	328 (51.3%)
	0 (0.0%)
	0 (0.0%)
	328 (51.3%)
	 

	    1
	0 (0.0%)
	312 (48.8%)
	0 (0.0%)
	0 (0.0%)
	312 (48.8%)
	 

	
1Chi-Square    2Kruskal Wallis 
*Not able to perform statistical analysis as Staphylococcus aureus data was only available for the LEAP cohort group




Table S4 – Biomarkers of the participants categorised by individual study cohorts

	Biomarkers of the participants categorised by individual study cohorts

	
	EAT                                        (N=1303)
	LEAP                                        (N=640)
	PAS
(N=194)
	Total                                       (N=2137)
	p value

	
	
	
	PAS I (Low Risk)                                        (N=118)
	PAS IV (High Risk)                                        (N=76)
	
	

	Peanut Wheal at Baseline (EAT Avoidance Group Imputed)
	 
	 
	 
	 
	 
	<0.0011

	    N
	1303
	640
	118
	76
	2137
	 

	    Missing
	0
	0
	0
	0
	0
	 

	    Median
	0.00
	0.00
	0.00
	7.50
	0.00
	 

	    Q1, Q3
	0.00, 0.00
	0.00, 0.00
	0.00, 0.00
	6.00, 9.00
	0.00, 0.00
	 

	    Range
	(0.00-4.00)
	(0.00-4.00)
	(0.00-1.00)
	(5.00-12.00)
	(0.00-12.00)
	 

	 
	 
	 
	 
	 
	 
	 

	Peanut Wheal at 12 Months (LEAP and EAT)
	 
	 
	 
	 
	 
	<0.0011

	    N
	1151
	626
	0
	0
	1777
	 

	    Missing
	152
	14
	118
	76
	360
	 

	    Median
	0.00
	0.00
	.
	.
	0.00
	 

	    Q1, Q3
	0.00, 0.00
	0.00, 0.00
	 
	 
	0.00, 0.00
	 

	    Range
	(0.00-12.00)
	(0.00-12.00)
	 
	 
	(0.00-12.00)
	 

	 
	 
	 
	 
	 
	 
	 

	Peanut Wheal at 36 Months (EAT) and 60 Months (LEAP and PAS)
	 
	 
	 
	 
	 
	<0.0011

	    N
	1184
	629
	44
	58
	1915
	 

	    Missing
	119
	11
	74
	18
	222
	 

	    Median
	0.00
	0.00
	0.00
	9.00
	0.00
	 

	    Q1, Q3
	0.00, 0.00
	0.00, 0.00
	0.00, 0.00
	7.00, 12.00
	0.00, 0.00
	 

	    Range
	(0.00-14.00)
	(0.00-24.00)
	(0.00-8.00)
	(0.00-24.00)
	(0.00-24.00)
	 

	 
	 
	 
	 
	 
	 
	 

	Peanut IgE Baseline
	 
	 
	 
	 
	 
	<0.0011

	    N
	1166
	637
	101
	70
	1974
	 

	    Missing
	137
	3
	17
	6
	163
	 

	    Median
	0.03
	0.03
	0.01
	8.00
	0.03
	 

	    Q1, Q3
	0.02, 0.04
	0.01, 0.28
	0.01, 0.02
	2.11, 20.20
	0.02, 0.04
	 

	    Range
	(0.01-11.60)
	(0.01-87.70)
	(0.01-0.08)
	(0.07-400.00)
	(0.01-400.00)
	 

	 
	 
	 
	 
	 
	 
	 

	Peanut IgE 1y
	 
	 
	 
	 
	 
	0.0081

	    N
	1017
	621
	0
	0
	1638
	 

	    Missing
	286
	19
	118
	76
	499
	 

	    Median
	0.03
	0.06
	.
	.
	0.03
	 

	    Q1, Q3
	0.03, 0.05
	0.01, 0.36
	 
	 
	0.02, 0.10
	 

	    Range
	(0.01-34.06)
	(0.01-219.00)
	 
	 
	(0.01-219.00)
	 

	 
	 
	 
	 
	 
	 
	 

	Peanut IgE 3y
	 
	 
	 
	 
	 
	<0.0011

	    N
	1066
	604
	42
	56
	1768
	 

	    Missing
	237
	36
	76
	20
	369
	 

	    Median
	0.02
	0.09
	0.01
	9.01
	0.02
	 

	    Q1, Q3
	0.01, 0.03
	0.02, 0.64
	0.01, 0.04
	0.69, 57.60
	0.01, 0.11
	 

	    Range
	(0.01-1736.98)
	(0.01-363.00)
	(0.01-94.80)
	(0.01-382.00)
	(0.01-1736.98)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h1 sIgE (kU/L) Baseline
	 
	 
	 
	 
	 
	<0.0011

	    N
	1160
	628
	101
	6
	1895
	 

	    Missing
	143
	12
	17
	70
	242
	 

	    Median
	0.01
	0.01
	0.01
	1.18
	0.01
	 

	    Q1, Q3
	0.01, 0.02
	0.01, 0.03
	0.01, 0.01
	0.04, 12.60
	0.01, 0.02
	 

	    Range
	(0.01-2.60)
	(0.01-53.70)
	(0.01-0.05)
	(0.01-19.10)
	(0.01-53.70)
	 

	 




	 
	 
	 
	 
	 
	 

	rAra h1 sIgE (kU/L) at 1y
	 
	 
	 
	 
	 
	0.0201

	    N
	998
	617
	0
	0
	1615
	 

	    Missing
	305
	23
	118
	76
	522
	 

	    Median
	0.02
	0.01
	.
	.
	0.01
	 

	    Q1, Q3
	0.01, 0.02
	0.01, 0.05
	 
	 
	0.01, 0.03
	 

	    Range
	(0.01-20.57)
	(0.01-39.80)
	 
	 
	(0.01-39.80)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h1 sIgE (kU/L) at 3y
	 
	 
	 
	 
	 
	<0.0011

	    N
	1061
	593
	41
	45
	1740
	 

	    Missing
	242
	47
	77
	31
	397
	 

	    Median
	0.01
	0.01
	0.01
	0.15
	0.01
	 

	    Q1, Q3
	0.01, 0.02
	0.01, 0.03
	0.01, 0.02
	0.04, 3.25
	0.01, 0.02
	 

	    Range
	(0.01-503.91)
	(0.01-279.00)
	(0.01-74.70)
	(0.01-152.00)
	(0.01-503.91)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h2 sIgE (kU/L) Baseline
	 
	 
	 
	 
	 
	<0.0011

	    N
	1162
	628
	101
	6
	1897
	 

	    Missing
	141
	12
	17
	70
	240
	 

	    Median
	0.02
	0.02
	0.01
	0.14
	0.02
	 

	    Q1, Q3
	0.02, 0.03
	0.01, 0.04
	0.01, 0.02
	0.03, 0.85
	0.01, 0.03
	 

	    Range
	(0.01-7.03)
	(0.01-2.36)
	(0.01-0.07)
	(0.02-18.50)
	(0.01-18.50)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h2 sIgE (kU/L) at 1y
	 
	 
	 
	 
	 
	0.2111

	    N
	998
	617
	0
	0
	1615
	 

	    Missing
	305
	23
	118
	76
	522
	 

	    Median
	0.02
	0.03
	.
	.
	0.02
	 

	    Q1, Q3
	0.01, 0.03
	0.01, 0.05
	 
	 
	0.01, 0.04
	 

	    Range
	(0.01-29.89)
	(0.01-179.00)
	 
	 
	(0.01-179.00)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h2 sIgE (kU/L) at 3y
	 
	 
	 
	 
	 
	<0.0011

	    N
	1061
	593
	41
	45
	1740
	 

	    Missing
	242
	47
	77
	31
	397
	 

	    Median
	0.01
	0.01
	0.01
	3.07
	0.01
	 

	    Q1, Q3
	0.01, 0.02
	0.01, 0.04
	0.01, 0.02
	0.37, 22.60
	0.01, 0.03
	 

	    Range
	(0.01-473.26)
	(0.01-456.00)
	(0.01-19.40)
	(0.01-386.00)
	(0.01-473.26)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h3 sIgE (kU/L) Baseline
	 
	 
	 
	 
	 
	<0.0011

	    N
	1160
	628
	101
	6
	1895
	 

	    Missing
	143
	12
	17
	70
	242
	 

	    Median
	0.01
	0.01
	0.01
	0.05
	0.01
	 

	    Q1, Q3
	0.01, 0.02
	0.01, 0.03
	0.01, 0.01
	0.01, 1.55
	0.01, 0.02
	 

	    Range
	(0.01-0.62)
	(0.01-12.40)
	(0.01-0.05)
	(0.01-5.15)
	(0.01-12.40)
	 

	 
	 
	 
	 
	 
	 
	 

	rAra h3 sIgE (kU/L) at 1y
	 
	 
	 
	 
	 
	0.0131

	    N
	998
	617
	0
	0
	1615
	 

	    Missing
	305
	23
	118
	76
	522
	 

	    Median
	0.02
	0.01
	.
	.
	0.02
	 

	    Q1, Q3
	0.01, 0.02
	0.01, 0.04
	 
	 
	0.01, 0.03
	 

	    Range
	(0.01-5.00)
	(0.01-46.70)
	 
	 
	(0.01-46.70)
	 

	 
	 
	 
	 
	 
	 
	 

	Number of Components >0.1 Baseline
	 
	 
	 
	 
	 
	<0.0011

	    Missing
	141 (.%)
	12 (.%)
	17 (.%)
	70 (.%)
	240
	 

	    0
	1149 (98.9%)
	499 (79.5%)
	101 (100.0%)
	1 (16.7%)
	1750 (92.3%)
	 

	    1
	9 (0.8%)
	83 (13.2%)
	0 (0.0%)
	3 (50.0%)
	95 (5.0%)
	 

	    2
	3 (0.3%)
	29 (4.6%)
	0 (0.0%)
	0 (0.0%)
	32 (1.7%)
	 

	    3
	1 (0.1%)
	17 (2.7%)
	0 (0.0%)
	2 (33.3%)
	20 (1.1%)
	 

	 
	 
	 
	 
	 
	 
	 

	Number of Components >0.1 12 Months
	 
	 
	 
	 
	 
	<0.0011

	    Missing
	305 (.%)
	23 (.%)
	118 (.%)
	76 (.%)
	522
	 

	    0
	931 (93.3%)
	461 (74.7%)
	0 (0.0%)
	0 (0.0%)
	1392 (86.2%)
	 

	    1
	38 (3.8%)
	78 (12.6%)
	0 (0.0%)
	0 (0.0%)
	116 (7.2%)
	 

	    2
	16 (1.6%)
	38 (6.2%)
	0 (0.0%)
	0 (0.0%)
	54 (3.3%)
	 

	    3
	13 (1.3%)
	40 (6.5%)
	0 (0.0%)
	0 (0.0%)
	53 (3.3%)
	 

	 
	 
	 
	 
	 
	 
	 

	Number of Components >0.1 36-60 Months
	 
	 
	 
	 
	 
	 

	    Missing
	242 (.%)
	47 (.%)
	77 (.%)
	31 (.%)
	397
	 

	    0
	994 (93.7%)
	465 (78.4%)
	40 (97.6%)
	7 (15.6%)
	1506 (86.6%)
	 

	    1
	34 (3.2%)
	70 (11.8%)
	0 (0.0%)
	11 (24.4%)
	115 (6.6%)
	 

	    2
	16 (1.5%)
	23 (3.9%)
	0 (0.0%)
	12 (26.7%)
	51 (2.9%)
	 

	    3
	17 (1.6%)
	35 (5.9%)
	1 (2.4%)
	15 (33.3%)
	68 (3.9%)
	 

	1Kruskal Wallis



Table S5: Individual biomarkers for all participants in the early resolver (ER) peanut allergy group
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Figure F1 a and b: Figure F1a shows the rates of colonisation of Staphylococcus aureus (nasal and/or skin) between the different peanut phenotype groups. Figure F1b shows the rates of colonisation of Staphlyococcus aureus (nasal and/or skin) between the different groups taking into account the presence or absence of eczema. 

A
[image: ]

B
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Figure F2: Formulas used to predict resolution or persistence of peanut allergy from our logistic regression model 

1. Prediction with IgE = 1 / (1 + Exp(
-((-0.1008) + -0.4879 * Log10( Peanut IgE Baseline )
+Match( Egg Allergy at Baseline,"No", 0.3403,"Yes", -0.3403,) 
+Match( eczema, "No", 0.4914, "Yes", -0.4914, . ))));

2. Prediction with SPT = 1 / (1 + Exp(
-(0.7529 + -0.2203 *"Peanut Wheal at Baseline"
+Match( Egg Allergy at Baseline,"No", 0.3760,"Yes", -0.3760,) 
+Match( eczema, "No", 0.5438, "Yes", -0.5438,))));


[image: ]

Figure F3: This is a graphical representation of the logistic regression model using either peanut SPT or peanut sIgE to predict resolution of peanut allergy. The grey shading indicates the 95% confidence interval bands for the continuous variables (i.e. SPT or sIgE). Egg allergy and eczema include 95% confidence interval lines above each level of the binary predictor. The line connecting the two points of the binary predictors shows the relative difference in probabilities of resolution in the No/Yes groups for egg allergy and eczema.  The red cross hairs show which variables the multivariable model is toggled on, which corresponds to the probabilities of PA resolution shown where the horizontal red line meets the y-axis. The examples shown in F3a and F3b are as follows: in F3a, if a child has a baseline SPT of 8mm, egg allergy and eczema they would have a 13% (95% CI 6%, 24%) chance of peanut allergy resolution. In F3b, if a child has a baseline sIgE of 1kUA/L, no egg allergy and no eczema they would have a 68% (95% CI 30%, 91%) chance of peanut allergy resolution.

Figure F4: Figure F4 shows the biomarkers for each of the different phenotypes of peanut allergy (EP, ER, LA, NA) for the individual cohorts (EAT, LEAP, PAS Group I and PAS Group IV). 
[image: A screenshot of a graph
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1 LEAP Avoidance 0 0 7 0 0.75 3.09 0.09 0.06 0.01 0.04 0.01 0.01 0.01 0 0

2 LEAP Consumption 1 1 1 0 0.33 0.08 0.09 0.01 0.10 0.02 0.07 0.06 0.01 0.01 0.02 0.02 0 0 0

3 LEAP Consumption 0 0 5 0 3.14 7.78 1.05 1.39 0.05 0.14 0.94 0.02 0.14 0.12 0.10 0.07 2 2 1

4 LEAP Consumption 0 0 6 0 0.01 0.61 1.20 0.01 0.06 0.02 0.06 3.65 0.12 0.01 0.01 0.01 0 2 0

5 LEAP Avoidance 0 0 6 0 0.09 0.29 0.02 0.01 0.17 0.01 0.01 0.69 0.03 0.02 0.01 0.02 1 1 0

6 LEAP Consumption 0 0 0 0 16.80 18.00 7.51 0.04 0.24 1.59 0.04 0.14 2.08 0.34 0.52 1.18 2 2 3

7 LEAP Avoidance 0 0 5 0 0.31 0.63 0.01 0.14 0.02 0.01 0.58 0.03 0.02 0.01 0.01 0.01 1 1 0

8 LEAP Avoidance 0 0 8 0 0.88 0.57 0.08 0.01 0.05 0.01 0.02 0.36 0.04 0.02 0.02 0.03 0 1 0

9 LEAP Avoidance 3 3 6 4 87.70 58.10 2.69 14.30 0.22 12.40 11.90 0.13 4.53 0.41 0.02 0.41 3 3 2

10 LEAP Avoidance 4 4 5 2 0.48 0.30 0.09 0.53 0.04 0.02 0.46 0.01 0.02 0.19 0.01 0.01 1 1 1

11 LEAP Consumption 1 1 2 6 2.21 7.78 3.09 0.02 0.05 0.07 0.05 0.09 0.18 0.01 0.03 2.26 0 1 1

12 LEAP Avoidance 4 4 6 3 3.91 0.37 0.18 2.20 0.77 0.11 0.31 0.40 0.12 0.02 0.02 0.21 3 3 1

13 EAT Avoidance 2 8 6 0.05 0.51 0.22 0.02 0.04 0.03 0.01 0.35 0.01 0.01 0.20 0.02 0 1 1

14 EAT Avoidance 2 9 0 0.03 5.71 0.59 0.01 0.02 0.01 0.12 4.60 0.01 0.01 0.41 0.06 0 2 1

15 EAT Avoidance 0 5 0 1.34 0.21 0.01 1.15 0.11 0.01 0.15 0.03 2 1

16 EAT Consumption 0 0 5 7 0.04 3.78 1.14 0.02 0.03 0.03 0.42 0.14 0.89 0.22 0.06 0.34 0 3 2

17 EAT Avoidance 0 5 8 0.11 23.09 22.98 0.01 0.01 0.01 1.47 0.04 2.88 4.63 1.24 3.28 0 2 3

18 EAT Avoidance 3 10 0 0.03 0.62 0.04 0.01 0.02 0.02 0.01 0.89 0.01 0.01 0.02 0.03 0 1 0

19 EAT Avoidance 0 5 3 0.06 1.03 0.07 0.03 0.05 0.03 0.02 0.66 0.03 0.04 0.05 0.04 0 1 0

20 EAT Consumption 4 4 1 5 1.19 1.32 0.22 0.20 2.30 0.01 0.29 0.69 0.09 0.02 0.24 0.01 2 2 1

21 EAT Avoidance 0 6 0 0.04 0.13 0.03 0.02 0.02 0.02 0.01 0.10 0.01 0.01 0.02 0.02 0 1 0

22 EAT Avoidance 4 12 7 0.07 11.71 21.64 0.03 0.05 0.04 4.96 0.04 4.83 0 2

23 EAT Consumption 2 2 5 5 0.36 4.57 0.21 0.76 0.01 0.01 1.60 0.42 0.12 0.08 0.08 0.02 1 3 0

24 EAT Avoidance 0 5 2 0.08 14.06 1.24 0.05 0.07 0.04 0.27 8.96 0.16 0.35 0.74 0.21 0 3 3

25 EAT Avoidance 0 5 5 0.04 16.41 1.65 0.03 0.03 0.02 0.23 3.50 0.43 0.03 0.57 0.11 0 3 2

26 PAS N/A 5 5 0 7.42 0.25 0.02 0.01 0.07 0

27 PAS N/A 5 5 0 0.28 0.03 0.11 0.01 0.01 1

28 PAS N/A 5 5 4 4.08 0.33 0.01 0.22 0.01 1

29 PAS N/A 5 5 0 0.15 0.03 0.01 0.01 0.01 0

30 PAS N/A 7 7 0 32.50 0.49 0.19 0.38 0.20 3

31 PAS N/A 7 7 0 1.13 1.77 0.03 0.01 1

32 PAS N/A 8 8 0 2.11 0.08 0.05 0.06 0.04 0

33 PAS N/A 5 5 3 7.56 1.42

34 PAS N/A 8 8 0 0.10 0.01 0.01 0.01 0.01 0

35 PAS N/A 6 6 0 2.12 0.03 0.02 0.01 0.01 0

36 PAS N/A 5 5 4 1.07 0.10 0.04 0.13 0.02 1
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