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Methods
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Antibodies
Antibodies used

No a priori sample size calculation was performed, and experiments were carried out using the totality of available samples from COVID19
patients and healthy individuals.

No data were excluded from the analyses

Replication of monocyte stimulation with SARS-CoV-2 and cytokine and receptor expression by FACS was performed with those samples for
which we had sufficient cell numbers (n=7 samples in 3 independent experiments for replication). All replication experiments were successful

Participants were allocated in comparison groups based on clinical information (positivity for COVID19 testing and severity determined by
clinicians based on the WHO severity score).

Investigators were not blinded to study allocation. Samples from healthy participants were identified by codes that were different from those
of COVID19 patients.

Target, Fluorochrome, Clone, Brand, Catalog number, Dilution

CD14 Pacific Blue 61D3 eBioscience 48-0149-42 1:200

CD14 APC M5E2 Biolegend 301812 1:200

CD3 PerCP-Cy5.5 UCHT1 BD Biosciences 560835 1:200

CD3 V450 UCHT1 BD Biosciences 560365 1:200

CD1c PE-Dazzle 594 L161 Biolegend 331531 1:200

CD86 APC BU63 Biolegend 374208 1:200

CD80 FITC BB1 BD Pharmigen 555683 1:200

HLA-DR APC-H7 L243 Biolegend 307617 1:200

CD301 PE H037G3 Biolegend 354703 1:200

HLA-ABC BV510 W6/32 Biolegend 311435 1:200

TIM3 SB702 F38-2E2 Invitrogen 67-3109-42 1:200

CD19 PerCP-Cy5.5 HIB19 BD Biosciences 561295 1:200

PD1 PE-Cy7 EH12.2H7 Biolegend 329917 1:200

CD16 AF700 3G8 BD 557920 1:200

CD16 PerCP-Cy5.5 B73.1 Biolegend 360712 1:200

CD141 BV785 M80 Biolegend 344115 1:200

CD40 Alexa Fluor 700 5C3 Biolegend 334328 1:200

TNF BV510 Mab11 Biolegend 502950 1:200
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Validation

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Human research participants
Policy information about studies involving human research participants

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

IL-10 BV412 JES3-907 ThermoFisher Scientific 48-7108-42 1:200

Puromycin APC R4743L-E8 Gift from Dr Rafael Argüello N/A 1:600

CD41 PE HIP8 Biolegend 303706

1:100

CD33 APC BD Biosciences 340474 1:200

CD20 PerCP-Cy5.5 H1 BD Biosciences 558021 1:200

Phosphor-IRF3 (Ser 396) AF488 Polyclonal Bioss

bs-3195R-A488 1:666

Phospho-NFkB p65 (Ser 529) PE-Cy7 K10-895.12.50 BD Biosciences 6273506 1:50

IkBa PE 3D6C02 Biolegend 662412 1:200

CD4 PE-Dazzle 594 RPA-T4 Biolegend 300548 1:200

CD4 BV605 RPA-T4 Biolegend 300555 1:200

CD4 FITC RPA-T4 Biolegend 300506 1:200

CD8 PE-Dazzle 594 RPA-T8 Biolegend 301058 1:200

CD56 PerCP-Cy5.5 5.1H11 Biolegend 362526 1:200

CD66b PerCP-Cy5.5 QA17A51 Biolegend 396914 1:200

All antibodies are commercially available and validation experiments can be found on their corresponding manufacturer websites.
Moreover, all antibodies have been previously used to identify the targets examined in this work in published papers.

Vero-E6 (Wendy S Barclay;s laboratory), MRC-5 (gift from Dr Robert White, Imperial College London), BSC-1 (Public Health
England), LLCMK2 (Public Health England)

None of the cell lines underwent any specific procedures for their authentication in our laboratory

All the cell lines tested negative for mycoplasma contamination

N/A

The population characteristics of the participants is included in Supplementary Table 1.

Healthy donors (WHO 0) were Imperial College staff with no prior diagnosis of or recent symptoms consistent with COVID-19,
and where possible, were matched in age and sex distribution with COVID-19 patients.

Blood samples from the COVID-19 patients examined in this work come from two different studies. COVIDITY study is a
prospective observational serial sampling study of whole blood to observe the evolution of SARS-CoV-2 infection to
characterize the host response to infection over time in peripheral blood (ethics approval obtained from the Health Research
Authority, South Central Oxford C Research Ethics Committee). The population of study were >18 year old patients and/or
staff at Imperial College Healthcare NHS Trust/Imperial College London with confirmed COVID-19 from a positive SARS-CoV-2
RT-PCR testing from NHS laboratories or Public Health England. Samples were taken 3-14 days after symptom initiation and
were classified as 1 or 2 disease severity.

Samples from patients with moderate COVID-19 admitted to hospitals in London (Hammersmith Hospital, Charing Cross
Hospital, Saint Mary’s Hospital) and eligible to participate in the MATIS trial (NCT04581954) provided consent (ethics
approval by the Health Research Authority, London-Surrey Borders Research Ethics Committee) and blood was collected 3-14
days after disease onset and 0-2 days after hospitalization and positive PCR, and before study treatment initiation. Moderate
patients displayed mild of moderate COVID-19 pneumonia, defined as grade 3 or 4 WHO severity. Samples were collected
fromMarch 2020 to February 2021 and none of the participants had received a COVID-19 vaccine.

No potential self-selection bias or other biases have been identified.

Blood samples from the COVID-19 patients examined in this work come from two different studies. COVIDITY study is a
prospective observational serial sampling study of whole blood to observe the evolution of SARS-CoV-2 infection to
characterize the host response to infection over time in peripheral blood (ethics approval obtained from the Health Research
Authority, South Central Oxford C Research Ethics Committee). The population of study were >18-year-old patients and/or
staff at Imperial College Healthcare NHS Trust/Imperial College London with confirmed COVID-19 from a positive SARS-CoV-2
RT-PCR test from NHS laboratories or Public Health England.




