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9:33430707 - rs7857407
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European cohorts:
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11:36428447 - rs28520436
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European cohorts:
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DANFUND
DNBC

ECRHS
EstonianBB
FINNGEN
GENEVA_AFFY
GENEVA_ILLUMINA
GENUFADext (SHIP1)
GENUFAD (SHIP2)
GERA
GINILISAnorth
GINILISAsouth
HEALTH2006
HUNT

INMA

IoW

MAAS
MAS_HNR
MoBa_children
NCRC_ADC
NFBC66

NTR

PIAMA

Raine study
SALTY
SAPALDIA_new
SAPALDIA old
SWS

TwinGene
TwinsUK

UKBB
Meta-analysis (12 = 39.08% [10.28%; 58.64%)])

Multi-ancestry cohorts:
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11:76293758 - rs7936323

European cohorts:

ALSPAC —w——
B58C —_—

BAMSE (wave1)

BAMSE (wave?2) —_—

CAMP

CATSS —_—

CHOP I —
COPSAC2000 »

COPSAC2010
DANFUND [ B —

DNBC -

ECRHS -

EstonianBB -

FINNGEN T
GENEVA_AFFY -
GENEVA_ILLUMINA - e
GENUFADext (SHIP1) -

GENUFAD (SHIP2) -

GERA - =
GINILISAnorth -

GINILISAsouth -

HEALTH2006 - =

HUNT T

INMA -

Iow

MAAS -
MAS_HNR
MoBa_children -

NCRC_ADC e

NFBC66 —
NTR =
PIAMA -

Raine study =
SALTY
SAPALDIA_new —_—
SAPALDIA old
SWS =
TwinGene =
TwinsUK
UKBB ——
Meta-analysis (1*2 = 58.06% [40.47%; 70.45%)]) 0

Multi-ancestry cohorts:

GENR R R
RIKEN — -
SAGE -
SAPPHIRE a

Replication in 23andme:

Ewopean [
African E 3

Latino B

071 1.0 1.41 20

Odds Ratio




European cohorts:
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European cohorts:
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European cohorts:
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European cohorts:
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12:56384804 — rs705699
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12:68646521 - rs2227491
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12:94611908 - rs5005507
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14:103249127 - rs4906263
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14:105523663 — rs7147439
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16:11229589 - rs2041733
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17:40485239 - rs17881320
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17:43336687 - rs4247364
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Additional SNPs from Multi-ancestry analysis
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European cohorts:
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European cohorts:
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European cohorts:
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European cohorts:
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(*) Marked SNPs have failed quality control in 23andme latinos, even though they are still found.
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