Supplementary Table 1| pH measurements of the exposure conditions for the TRPA1 inhibitor studies. 

	Exposure condition 
	pH

	Media-only
	7.50

	DMSO
	7.48

	AP-18 (10 µM)
	7.47

	AP-18 (10 µM) + 1% Cinnamon
	7.52

	1% Cinnamon
	7.53




















    [image: ]
     
Supplementary Figure 1| A) Cell count B) % of viable cells, and C) LDH release analysis for AP-18 (10M) and cinnamaldehyde (2.5, 5, and 10 mM). A one-way ANOVA with multiple comparisons, corrected using Tukey was used to determine statistical significance. Data are expressed as mean S.E.M (n=6 per group). *p<0.05; **p<0.01; ***p<0.001; ****p<0.0001 vs control; #p<0.05; ##p<0.01; ###p<0.001; ####p<0.0001 vs AP-18 (10 µM) + cin. All groups were significantly different compared to the 0.1% Triton X-100 control. 






























Supplementary Figure 2

A
    [image: A picture containing text, screenshot, diagram, plot  Description automatically generated]

Supplementary Figure 2|  Comprehensive gene stability of the housekeeping genes tested for the conditions of our study. Only GAPDH was not affected by AP-18 (10 µM) alone and AP-18 (10 µM) + cinnamon exposure. the other housekeeping genes, namely HPRT1, beta-actin, and 18s rRNA, was significantly affected by the AP-18 and Cinnamon treatments. These findings suggest that these genes may not be suitable as reference genes under the specific conditions of our study

































Supplementary Table 2 | Cell count analysis for all 53 flavored e-liquids vs. media-only controls and their respective PG/VG controls.

	E-liquid name
	Flavors vs. media-only control
	Correlation vs PG/VG controls (R2)
	Simple Linear regression (R2)
	PG/VG ratio
	Flavour Category
	Manufacturer

	
	0.25%
	  0.5%
	1%
	
	
	
	
	

	1
	Apple   
	<0.0001
	<0.0001
	<0.0001
	0.9848

	0.9724

	60/40
	Fruit/Other
	V4POUR

	2
	Artic Fruit

	0.0268
	<0.0001
	<0.0001
	0.9748

	0.9853

	60/40
	Fruit/Citrus
	VAMPIRE VAPE

	3
	Anised

	0.0004

	0.0002

	<0.0001

	0.9868

	0.8992

	60/40
	Spices
	V4POUR

	4
	Heisenberg

	0.0026

	<0.0001

	<0.0001

	0.9824

	0.9926

	60/40
	Candy
	VAMPIRE VAPE

	5
	Rollie

	ns

	<0.0001

	<0.0001

	0.9560

	0.9891

	60/40
	Tobacco
	V4POUR

	6
	Cool Cig

	ns
	ns
	<0.0001

	0.9082

	0.6990

	60/40
	Tobacco
	V4POUR

	7
	Cool Mint

	<0.0001

	<0.0001

	<0.0001

	0.9642

	0.9774

	60/40
	Menthol/
Mint
	V4POUR

	8
	Energy Drink

	<0.0001

	<0.0001

	<0.0001

	0.9875

	0.9719

	60/40
	Other Beverages
	V4POUR

	9
	Wine Gummies

	<0.0001

	<0.0001

	<0.0001

	0.9965

	0.9700

	60/40
	Candy
	V4POUR

	10
	Butterscotch

	<0.0001

	<0.0001

	<0.0001

	0.9735

	0.9891

	60/40
	Other Sweets
	V4POUR

	11
	Grape

	0.0019

	<0.0001

	<0.0001

	0.9944

	0.9695

	60/40
	Fruit/Other
	V4POUR

	12
	NRG Charger

	<0.0001

	<0.0001

	<0.0001

	0.9760

	0.9617

	60/40
	Other Beverages
	V4POUR

	13
	Virginia

	<0.0001

	<0.0001

	<0.0001

	0.9992

	0.9937

	60/40
	Tobacco
	V4POUR

	14
	Lemon & Lime

	<0.0001

	<0.0001

	<0.0001

	0.9886

	0.9643

	60/40
	Fruit/Citrus
	V4POUR

	15
	Black jack

	<0.0001

	<0.0001

	<0.0001

	0.9793

	0.9692

	60/40
	Candy
	V4POUR

	16
	Blueberry
	0.0043


	<0.0001

	<0.0001

	0.9311

	0.9774

	60/40
	Fruit/Berries
	V4POUR

	17
	Raspberry

	ns


	<0.0001

	<0.0001

	0.9992

	0.8997

	60/40
	Fruit/Berries
	VAMPIRE VAPE

	18
	Rhubarb Crumble

	ns

	<0.0001

	<0.0001

	0.9222

	0.9833

	60/40
	Dessert
	V4POUR

	19
	Banana

	ns

	ns

	0.0015

	0.8608

	0.7071

	60/40
	Fruit/Tropical
	V4POUR

	20
	Cola

	ns

	0.0016

	<0.0001

	0.9405

	0.9769

	60/40
	Other Beverages
	V4POUR

	21
	Toffee

	ns

	0.0052

	<0.0001

	0.9624

	0.9555

	60/40
	Other Sweets
	V4POUR

	22
	Custard

	0.0010

	<0.0001

	<0.0001

	0.9922

	0.9634

	60/40
	Dessert
	V4POUR

	23
	Coffee

	<0.0001

	<0.0001

	<0.0001

	0.9778

	0.9848

	60/40
	Coffee/Tea
	V4POUR

	24
	Menthol

	0.0003

	0.0041

	<0.0001

	0.8075

	0.6661

	60/40
	Menthol/Mint
	VAMPIRE VAPE

	25
	Peach
	ns

	0.0005

	<0.0001

	0.9955

	0.8196

	60/40
	Fruit/Other
	V4POUR

	26
	Pineapple

	<0.0001

	<0.0001

	<0.0001

	0.7459

	0.7607

	60/40
	Fruit/Other
	V4POUR

	27
	Mint 

	<0.0001

	<0.0001

	<0.0001

	0.9562

	0.9694

	60/40
	Menthol/Mint
	V4POUR

	28
	Bat Juice

	ns

	ns

	<0.0001

	0.9204

	0.9321

	60/40
	Fruit/Berries
	V4POUR

	29
	Charger

	<0.0001

	<0.0001

	<0.0001

	0.9034

	0.8644

	60/40
	Fruit/Berries
	VAMPIRE VAPE

	30
	Fruit Salad

	<0.0001

	<0.0001

	<0.0001

	0.9703

	0.9595

	60/40
	Fruit
	V4POUR

	31
	Menthol Tobacco

	0.0319

	<0.0001

	<0.0001

	0.9972

	0.9937

	60/40
	Crossed Flavours
	VAMPIRE VAPE

	32
	Vanilla tobacco*

	<0.0001

	<0.0001

	<0.0001

	0.8309

	0.7666

	60/40
	Crossed Flavours
	VAMPIRE VAPE

	33
	Strawberry Menthol

	<0.0001

	<0.0001

	<0.0001

	0.9676

	0.9612

	60/40
	Crossed Flavours
	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]V4POUR

	34
	Vanilla

	<0.0001

	<0.0001

	<0.0001

	0.9995

	0.9869

	60/40
	Other Sweets
	VAMPIRE VAPE

	35
	Belgian Cocoa

	ns

	ns

	<0.0001

	0.9897

	0.8641

	PG only
	Fruit/Tropical
	V4POUR

	36
	Menthol Ice

	ns

	ns

	ns

	0.9960

	0.8869

	PG only
	Menthol/Mint
	V4POUR

	37
	Turkish Tobacco

	ns

	ns

	0.0020

	0.9999

	0.9642

	PG only
	Tobacco
	V4POUR

	38
	Black Diamond

	ns

	ns

	0.0001

	1.000

	0.9656

	PG only
	Unknown
	Vapeshop

	39
	Café Mocha

	ns

	<0.0001

	<0.0001

	0.9382

	0.8537

	PG only
	Coffee/Tea
	V4POUR

	40
	Mango 

	0.0006

	<0.0001

	<0.0001

	0.9885

	0.9352

	60/40
	Fruit
	Vapemate

	41
	Cappuccino

	0.0010

	<0.0001

	<0.0001

	0.9684

	0.9798

	60/40
	Coffee/Tea
	Vapeshop

	42
	Dark rum

	0.0005

	<0.0001

	<0.0001

	0.8137

	0.7583

	60/40
	Alcohol
	Motivape

	43
	Cinnamon*

	<0.0001

	<0.0001

	<0.0001

	0.7891

	0.9123

	70/30
	Spices
	Vapekit

	44
	Mojito

	0.0001

	<0.0001

	<0.0001

	0.9452

	0.9366

	60/40
	Alcohol
	Vapekit

	45
	Watermelon

	<0.0001

	<0.0001

	<0.0001

	0.9510

	0.7412

	60/40
	Fruit/Other
	Vampirevape

	46
	Coconut

	ns

	<0.0001

	<0.0001

	0.9996

	0.8840

	60/40
	Fruit/Tropical
	Vapemate

	47
	Hazelnut*

	<0.0001

	<0.0001

	<0.0001

	0.8428

	0.7477

	50/50
	Nuts
	Mist

	48
	Energy

	0.0004

	<0.0001

	<0.0001

	0.9736

	0.9930

	60/40
	Other Beverages
	VAMPIRE VAPE

	49
	Cherry, mint & menthol

	0.0057

	<0.0001

	<0.0001

	0.9401

	0.8494

	60/40
	Crossed Flavours
	Vapourlites

	50
	Blueberry forest

	0.0012

	<0.0001

	<0.0001

	0.9996

	0.9741

	60/40
	Fruit/Berries
	Vapourlites

	51
	Almond

	
0.0010

	
<0.0001

	
<0.0001

	0.9969

	0.9741

	60/40
	Nuts
	Nucig

	52
	Lemon, Strawberry & Anised

	<0.0001

	<0.0001

	<0.0001

	
0.9626

	0.9953

	60/40
	Crossed Flavours
	Vapourlites

	53
	Strawberry, vanillin & Custard

	<0.0001

	<0.0001

	<0.0001

	0.9986

	0.9521

	60/40
	Crossed Flavours
	Vapourlites











Supplementary Table 3| LDH analysis for all 53 flavored e-liquids vs. media-only controls and their respective PG/VG controls.

	E-liquid name
	 Flavors vs media-only control
	Correlation vs PG/VG controls (R2)
	Simple Linear regression (R2)
	Flavour Category

	
	0.25%
	  0.5%
	1%
	
	
	

	1
	Apple   
	ns

	ns

	< 0.05

	0.857
	0.08624

	Fruit/Other

	2
	Artic Fruit

	ns

	ns

	< 0.01

	0.923

	0.8288

	Fruit/Citrus

	3
	Anised

	ns

	ns

	ns

	0.999

	0.1957

	Spices

	4
	Heisenberg

	ns

	ns

	< 0.0001

	0.999

	0.6662

	Candy

	5
	Rollie

	ns

	ns

	< 0.0001

	0.675

	0.5542

	Tobacco

	6
	Cool Cig

	ns

	ns

	< 0.0001

	0.981

	0.1216

	Tobacco

	7
	Cool Mint

	ns

	ns

	< 0.05

	0.810
	0.3988

	Menthol/Mint

	8
	Energy Drink

	ns

	ns

	< 0.0001

	0.194

	0.8752

	Other Beverages

	9
	Wine Gummies

	ns

	< 0.05

	< 0.001

	0.874

	0.3222

	Candy

	10
	Butterscotch

	ns

	ns

	ns

	0.887

	0.3043

	Other Sweets

	11
	Grape

	ns

	< 0.001

	< 0.0001

	0.974

	0.6702

	Fruit/Other

	12
	NRG Charger

	ns

	ns

	< 0.0001

	0.996

	0.7080


	Other Beverages

	13
	Virginia

	ns

	ns

	< 0.001

	0.999
	0.3545

	Tobacco

	14
	Lemon & Lime

	ns

	ns

	< 0.001

	0.999

	0.5448

	Fruit/Citrus

	15
	Black jack

	ns

	ns

	< 0.001

	0.999

	0.7071

	Candy

	16
	Blueberry
	ns

	< 0.05

	< 0.001

	0.9999

	0.1982

	Fruit/Berries

	17
	Raspberry

	ns

	< 0.01

	< 0.001

	0.9633

	0.6978

	Fruit/Berries

	18
	Rhubarb Crumble

	ns

	< 0.01

	< 0.001

	0.9739
	0.5255

	Dessert

	19
	Banana

	ns

	ns

	< 0.01

	0.3958

	0.4489

	Fruit/Tropical

	20
	Cola

	ns

	ns

	< 0.001

	0.1568

	0.9769

	Other Beverages

	21
	Toffee

	ns

	ns

	ns

	0.1242

	0.9555

	Other Sweets

	22
	Custard

	ns

	ns

	ns

	0.7625

	0.1115

	Dessert

	23
	Coffee

	ns

	< 0.05

	< 0.0001

	0.9854


	0.9100

	Coffee/Tea

	24
	Menthol

	ns

	ns

	ns

	0.155

	0.550

	Menthol/Mint

	25
	Peach
	ns

	ns

	ns

	0.762

	0.712

	Fruit/Other

	26
	Pineapple

	ns

	ns

	< 0.001

	0.867

	0.547

	Fruit/Other

	27
	Mint 

	ns

	ns

	< 0.001

	0.998

	0.847

	Menthol/Mint

	28
	Bat Juice

	ns

	ns

	ns

	0.997

	0.381

	Fruit/Berries

	29
	Charger

	ns

	ns

	ns

	0.366

	0.287

	Fruit/Berries

	30
	Fruit Salad

	< 0.05

	< 0.05

	< 0.0001

	0.933

	0.611

	Fruit

	31
	Menthol Tobacco

	< 0.05

	< 0.001

	< 0.0001

	0.997

	0.705

	Crossed Flavours

	32
	Vanilla tobacco*

	< 0.0001

	< 0.0001

	< 0.0001

	0.772

	0.556

	Crossed Flavours

	33
	Strawberry Menthol

	< 0.001

	< 0.001

	< 0.001

	0.997

	0.701

	Crossed Flavours

	34
	Vanilla

	< 0.001

	< 0.001

	< 0.001

	0.906
	0.721


	Other Sweets

	35
	Belgian Cocoa

	ns

	ns

	ns

	-0.342
	0.0303

	Fruit/Tropical

	36
	Menthol Ice

	ns

	ns

	ns

	0.593

	0.312

	Menthol/Mint

	37
	Turkish Tobacco

	ns

	ns

	ns

	-0.187

	0.0921

	Tobacco

	38
	Black Diamond

	ns

	ns

	ns

	-0.820

	0.0921

	Unknown

	39
	Café Mocha

	ns

	ns

	ns

	0.643

	0.443

	Coffee/Tea

	40
	Mango 

	ns

	ns

	ns

	
-0.576

	0.769

	Fruit

	41
	Cappuccino

	ns

	ns

	< 0.0001

	-0.460

	0.820

	Coffee/Tea

	42
	Dark rum

	ns

	ns

	ns

	-0.954

	0.115

	Alcohol

	43
	Cinnamon*

	< 0.0001

	< 0.0001

	< 0.0001

	-0.3244

	0.8863

	Spices

	44
	Mojito

	ns

	ns

	<0.0001

	-0.0695

	0.7117

	Alcohol

	45
	Watermelon

	ns

	ns

	ns

	-0.4978

	0.5519

	Fruit/Other

	46
	Coconut

	ns

	ns

	ns

	-0.9408

	0.0375

	Fruit/Tropical

	47
	Hazelnut*

	< 0.001

	< 0.001

	< 0.001

	0.930

	0.569

	Nuts

	48
	Energy

	< 0.05

	< 0.05

	< 0.001

	0.694

	0.144

	Other Beverages

	49
	Cherry, mint & menthol

	ns

	ns

	ns

	-0.302

	0.849

	Crossed Flavours

	50
	Blueberry forest

	ns

	ns

	ns

	-0.534

	0.995

	Fruit/Berries

	51
	Almond

	ns

	ns

	<0.0001

	-0.576

	0.630

	Nuts

	52
	Lemon, Strawberry & Anised

	ns

	ns

	< 0.05

	-0.343

	0.952

	Crossed Flavours

	53
	Strawberry, vanillin & Custard

	ns

	ns

	< 0.0001

	-0.486

	0.981

	Crossed Flavours

















Supplementary Table 4| GeNorm analysis for the housekeeping genes testes
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Supplementary Table 5 | Raw data of the qPCR of GADPH and TRPA1 following treatment to AP-18 and cinnamon e-liquid.
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CV [% CP] 2.78 28.65 71.57 40.00
min [x-fold] -1.99 -26.46 -1.00 -1.00
max [x-fold] 1.83 1024.51 144162844.74 33859287146.71
std dev [+/- x-fold] 1.34 72.31 1056.30 351.60

Pearson correlation coefficient ( r ) by BEST KEEPER
GAPDH B-actin 18srRNA  HPRT1
B-actin 0.680 - - -
p-value 0.005 - - -
18srRNA  0.458 0.650 - -
p-value 0.086 0.009 - -
HPRT1 -0.515 -0.285 0.061 -
p-value 0.050 0.303 0.828 -

Pearson correlation coefficient ( r)
BestKeeper vs. GAPDH B-actin 18srRNA HPRT1
coeff. of corr. [r] 0.582 0.943 0.961 0.934
p-value 0.023 0.001 0.001 0.001
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Instrument 278860072

Instrument 278860072

Instrument QuantStudio(TM) 6 Flex System
Passive Re ROX

Quantificat Ct

Signal Smc true

Stage/ Cyc Stage 2, Step 2

User Name
Well Well Positic Omit Sample Name Target Nan Task Reporter Quencher CT CtMean CtSD Quantity Quantity M Quantity S Y-Intercept R(superscri Slope Efficiency Automatic | Ct Thresho Automatic | Baseline S Baseline E Comments Tm1 Tm2 Tm3 MTP HIGHSD THOLDFAI

1 A1 FALSE CONTROL GAPDH STANDARISYBR None 14.906 15.055 0.138 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.465 N N N

2 A2 FALSE CONTROL GAPDH STANDARISYBR None 15.179 15.055 0.138 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.465 N N N

3 A3 FALSE CONTROL GAPDH  STANDARISYBR None 15.080 15.055 0.138 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N
4 A4 FALSE CONTROL TRPA1 STANDARI SYBR None 28.935 28.253 0.607 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.418 N Y N

5 A5 FALSE CONTROL TRPA1 STANDARI SYBR None 27.772 28.253 0.607 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N Y N

6 A6 FALSE CONTROL TRPA1 STANDARI SYBR None 28.054 28.253 0.607 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.714 N Y N

7 A7 FALSE CONTROL TRPV1 STANDARI SYBR None 32.129 33.599 1.282 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.233 N Y Y

8 A8 FALSE CONTROL TRPV1 STANDARI SYBR None 34.180 33.599 1.282 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 82.439 76.023 Y Y Y

9 A9 FALSE CONTROL TRPV1 STANDARI SYBR None 34.487 33.599 1.282 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 81.846 72.272 76.319 Y Y Y
10 A10 FALSE CONTROL TRPV3 STANDARISYBR None 29.421 29.311 0.102 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N
11 A11 FALSE CONTROL TRPV3 STANDARISYBR None 29.219 29.311 0.102 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.808 N N N
12 A12 FALSE CONTROL TRPV3 STANDARI SYBR None 29.293 29.311 0.102 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.808 N N N
13 B1 FALSE DMSO GAPDH STANDARISYBR None 14.589 14.339 0.229 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.662 N N N
14 B2 FALSE DMSO GAPDH STANDARISYBR None 14.140 14.339 0.229 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N
15 B3 FALSE DMSO GAPDH STANDARISYBR None 14.288 14.339 0.229 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N
16 B4 FALSE DMSO TRPA1 STANDARI SYBR None 28.145 27.872 0.254 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.023 N N N
17 B5 FALSE DMSO TRPA1 STANDARI SYBR None 27.827 27.872 0.254 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.418 N N N
18 B6 FALSE DMSO TRPA1 STANDARI SYBR None 27.643 27.872 0.254 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N N N
19 B7 FALSE DMSO TRPV1 STANDARI SYBR None 35.660 35.012 0.628 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 74.641 80.366 Y Y Y
20 B8 FALSE DMSO TRPV1 STANDARI SYBR None 34.969 35.012 0.628 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 77.405 81.846 80.168 Y Y Y
21 B9 FALSE DMSO TRPV1 STANDARI SYBR None 34.406 35.012 0.628 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.332 80.859 Y Y Y
22 B10 FALSE DMSO TRPV3 STANDARISYBR None 29.055 29.675 0.731 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.610 N Y N
23 B11 FALSE DMSO TRPV3 STANDARISYBR None 29.488 29.675 0.731 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.511 N Y N
24 B12 FALSE DMSO TRPV3 STANDARI SYBR None 30.481 29.675 0.731 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.709 N Y N
25 C1 FALSE AP-18 ALONE GAPDH STANDARISYBR None 14.772 15.126 0.326 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N
26 C2 FALSE AP-18 ALONE GAPDH STANDARISYBR None 15.191 15.126 0.326 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N
27 C3 FALSE AP-18 ALONE GAPDH  STANDARISYBR None 15.415 15.126 0.326 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N
28 C4 FALSE AP-18 ALONE TRPA1 STANDARI SYBR None 28.378 28.416 0.657 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.319 N Y N
29 C5 FALSE AP-18 ALONE TRPA1 STANDARI SYBR None 29.091 28.416 0.657 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N Y N
30 C6 FALSE AP-18 ALONE TRPA1 STANDARI SYBR None 27.779 28.416 0.657 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N Y N
31 C7 FALSE AP-18 ALONE TRPV1 STANDARI SYBR None 35.306 35.033 0.819 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 80.958 66.153 Y Y Y
32 .C8 FALSE AP-18 ALONE TRPV1 STANDARI SYBR None 35.681 35.033 0.819 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 83.228 74.542 80.563 Y Y Y
33 C9 FALSE AP-18 ALONE TRPV1 STANDARI SYBR None 34.112 35.033 0.819 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.529 81.945 88.361 Y Y Y
34 C10 FALSE AP-18 ALONE TRPV3 STANDARISYBR None 31.036 30.721 0.276 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.610 N N N
35 C11 FALSE AP-18 ALONE TRPV3 STANDARISYBR None 30.604 30.721 0.276 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.610 N N N
36 C12 FALSE AP-18 ALONE TRPV3 STANDARI SYBR None 30.523 30.721 0.276 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N
37 D1 FALSE AP-18 +1% CIN GAPDH STANDARISYBR None 15.064 15.312 0.363 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N
38 D2 FALSE AP-18 +1% CIN GAPDH STANDARISYBR None 15.144 15.312 0.363 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.550 N N N
39 D3 FALSE AP-18 +1% CIN GAPDH STANDARISYBR None 15.729 15.312 0.363 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N
40 D4 FALSE AP-18 + 1% CIN TRPA1 STANDARI SYBR None 27.869 27.743 0.112 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N N N
41 D5 FALSE AP-18 +1% CIN TRPA1 STANDARI SYBR None 27.702 27.743 0.112 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N N N
42 D6 FALSE AP-18 + 1% CIN TRPA1 STANDARI SYBR None 27.658 27.743 0.112 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N N N
43 D7 FALSE AP-18 +1% CIN TRPV1 STANDARI SYBR None 35.886 34.861 1.051 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 78.787 N Y Y
44 D8 FALSE AP-18 +1% CIN TRPV1 STANDARI SYBR None 33.787 34.861 1.051 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 74.937 N Y Y
45 D9 FALSE AP-18 +1% CIN TRPV1 STANDARI SYBR None 34.910 34.861 1.051 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 76.220 79.083 Y Y Y
46 D10 FALSE AP-18+1% CIN TRPV3 STANDARISYBR None 29.014 29.552 0.493 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.906 N N N
47 D11 FALSE AP-18 +1% CIN TRPV3 STANDARISYBR None 29.981 29.552 0.493 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.906 N N N
48 D12 FALSE AP-18+1% CIN TRPV3 STANDARI SYBR None 29.661 29.552 0.493 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N
49 E1 FALSE 1% CIN GAPDH  STANDARISYBR None 16.005 15.883 0.187 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.254 N N N
50 E2 FALSE 1% CIN GAPDH  STANDARISYBR None 15.668 15.883 0.187 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.550 N N N
51 E3 FALSE 1% CIN GAPDH STANDARISYBR None 15.977 15.883 0.187 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.156 N N N
52 E4 FALSE 1% CIN TRPA1 STANDARI SYBR None 27.362 27.472 0.134 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.813 N N N
53 E5 FALSE 1% CIN TRPA1 STANDARI SYBR None 27.434 27.472 0.134 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.714 N N N
54 E6 FALSE 1% CIN TRPA1 STANDARI SYBR None 27.622 27.472 0.134 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N N N
55 E7 FALSE 1% CIN TRPV1 STANDARISYBR None 35.276 36.844 1.550 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.036 83.426 Y Y Y
56 E8 FALSE 1% CIN TRPV1 STANDARI SYBR None 38.375 36.844 1.550 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 61.218 82.143 85.104 Y Y Y
57 E9 FALSE 1% CIN TRPV1 STANDARI SYBR None 36.881 36.844 1.550 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 82.340 74.839 61.415 Y Y Y
58 E10 FALSE 1% CIN TRPV3 STANDARI SYBR None 31.130 31.041 0.412 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.906 N N N
59 E11 FALSE 1% CIN TRPV3 STANDARISYBR None 30.591 31.041 0.412 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.104 N N N
60 E12 FALSE 1% CIN TRPV3 STANDARI SYBR None 31.400 31.041 0.412 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N
61 F1 FALSE NTC GAPDH NTC SYBR None 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 61.119 78.491 73.259'Y N N
62 F2 FALSE NTC GAPDH NTC SYBR None 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 60.921 74.148 91.815 Y N N
63 F3 FALSE NTC GAPDH NTC SYBR None 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 82.636 92.704 76.714 Y N N
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Quantificatio n   C y c l e   M e t h o dCt

Signal Smoo t h i n g   O ntrue

Stage/ Cycle   w h e r e   A n a l y s i s   i s   p e r f o r m e dStage 2, Step 2

User Name

Well Well PositionOmit Sample Name Target NameTask Reporter QuencherCT Ct Mean Ct SD Quantity Quantity M
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n
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1A1 FALSE CONTROL GAPDH STANDARDSYBR None 14.906 15.055 0.138 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.465 N N N

2A2 FALSE CONTROL GAPDH STANDARDSYBR None 15.179 15.055 0.138 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.465 N N N

3A3 FALSE CONTROL GAPDH STANDARDSYBR None 15.080 15.055 0.138 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N

4A4 FALSE CONTROL TRPA1 STANDARDSYBR None 28.935 28.253 0.607 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.418 N Y N

5A5 FALSE CONTROL TRPA1 STANDARDSYBR None 27.772 28.253 0.607 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N Y N

6A6 FALSE CONTROL TRPA1 STANDARDSYBR None 28.054 28.253 0.607 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.714 N Y N

7A7 FALSE CONTROL TRPV1 STANDARDSYBR None 32.129 33.599 1.282 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.233 N Y Y

8A8 FALSE CONTROL TRPV1 STANDARDSYBR None 34.180 33.599 1.282 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 82.439 76.023 Y Y Y

9A9 FALSE CONTROL TRPV1 STANDARDSYBR None 34.487 33.599 1.282 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 81.846 72.272 76.319Y Y Y

10A10 FALSE CONTROL TRPV3 STANDARDSYBR None 29.421 29.311 0.102 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N

11A11 FALSE CONTROL TRPV3 STANDARDSYBR None 29.219 29.311 0.102 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.808 N N N

12A12 FALSE CONTROL TRPV3 STANDARDSYBR None 29.293 29.311 0.102 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.808 N N N

13B1 FALSE DMSO GAPDH STANDARDSYBR None 14.589 14.339 0.229 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.662 N N N

14B2 FALSE DMSO GAPDH STANDARDSYBR None 14.140 14.339 0.229 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N

15B3 FALSE DMSO GAPDH STANDARDSYBR None 14.288 14.339 0.229 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N

16B4 FALSE DMSO TRPA1 STANDARDSYBR None 28.145 27.872 0.254 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.023 N N N

17B5 FALSE DMSO TRPA1 STANDARDSYBR None 27.827 27.872 0.254 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.418 N N N

18B6 FALSE DMSO TRPA1 STANDARDSYBR None 27.643 27.872 0.254 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N N N

19B7 FALSE DMSO TRPV1 STANDARDSYBR None 35.660 35.012 0.628 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 74.641 80.366 Y Y Y

20B8 FALSE DMSO TRPV1 STANDARDSYBR None 34.969 35.012 0.628 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 77.405 81.846 80.168Y Y Y

21B9 FALSE DMSO TRPV1 STANDARDSYBR None 34.406 35.012 0.628 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.332 80.859 Y Y Y

22B10 FALSE DMSO TRPV3 STANDARDSYBR None 29.055 29.675 0.731 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.610 N Y N

23B11 FALSE DMSO TRPV3 STANDARDSYBR None 29.488 29.675 0.731 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.511 N Y N

24B12 FALSE DMSO TRPV3 STANDARDSYBR None 30.481 29.675 0.731 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.709 N Y N

25C1 FALSE AP-18 ALONE GAPDH STANDARDSYBR None 14.772 15.126 0.326 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N

26C2 FALSE AP-18 ALONE GAPDH STANDARDSYBR None 15.191 15.126 0.326 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N

27C3 FALSE AP-18 ALONE GAPDH STANDARDSYBR None 15.415 15.126 0.326 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N

28C4 FALSE AP-18 ALONE TRPA1 STANDARDSYBR None 28.378 28.416 0.657 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.319 N Y N

29C5 FALSE AP-18 ALONE TRPA1 STANDARDSYBR None 29.091 28.416 0.657 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N Y N

30C6 FALSE AP-18 ALONE TRPA1 STANDARDSYBR None 27.779 28.416 0.657 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N Y N

31C7 FALSE AP-18 ALONE TRPV1 STANDARDSYBR None 35.306 35.033 0.819 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 80.958 66.153 Y Y Y

32C8 FALSE AP-18 ALONE TRPV1 STANDARDSYBR None 35.681 35.033 0.819 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 83.228 74.542 80.563Y Y Y

33C9 FALSE AP-18 ALONE TRPV1 STANDARDSYBR None 34.112 35.033 0.819 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.529 81.945 88.361Y Y Y

34C10 FALSE AP-18 ALONE TRPV3 STANDARDSYBR None 31.036 30.721 0.276 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.610 N N N

35C11 FALSE AP-18 ALONE TRPV3 STANDARDSYBR None 30.604 30.721 0.276 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.610 N N N

36C12 FALSE AP-18 ALONE TRPV3 STANDARDSYBR None 30.523 30.721 0.276 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N

37D1 FALSE AP-18 + 1% CIN GAPDH STANDARDSYBR None 15.064 15.312 0.363 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.057 N N N

38D2 FALSE AP-18 + 1% CIN GAPDH STANDARDSYBR None 15.144 15.312 0.363 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.550 N N N

39D3 FALSE AP-18 + 1% CIN GAPDH STANDARDSYBR None 15.729 15.312 0.363 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 80.958 N N N

40D4 FALSE AP-18 + 1% CIN TRPA1 STANDARDSYBR None 27.869 27.743 0.112 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.516 N N N

41D5 FALSE AP-18 + 1% CIN TRPA1 STANDARDSYBR None 27.702 27.743 0.112 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N N N

42D6 FALSE AP-18 + 1% CIN TRPA1 STANDARDSYBR None 27.658 27.743 0.112 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N N N

43D7 FALSE AP-18 + 1% CIN TRPV1 STANDARDSYBR None 35.886 34.861 1.051 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 78.787 N Y Y

44D8 FALSE AP-18 + 1% CIN TRPV1 STANDARDSYBR None 33.787 34.861 1.051 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 74.937 N Y Y

45D9 FALSE AP-18 + 1% CIN TRPV1 STANDARDSYBR None 34.910 34.861 1.051 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 76.220 79.083 Y Y Y

46D10 FALSE AP-18 + 1% CIN TRPV3 STANDARDSYBR None 29.014 29.552 0.493 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.906 N N N

47D11 FALSE AP-18 + 1% CIN TRPV3 STANDARDSYBR None 29.981 29.552 0.493 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.906 N N N

48D12 FALSE AP-18 + 1% CIN TRPV3 STANDARDSYBR None 29.661 29.552 0.493 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N

49E1 FALSE 1% CIN GAPDH STANDARDSYBR None 16.005 15.883 0.187 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.254 N N N

50E2 FALSE 1% CIN GAPDH STANDARDSYBR None 15.668 15.883 0.187 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.550 N N N

51E3 FALSE 1% CIN GAPDH STANDARDSYBR None 15.977 15.883 0.187 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 81.156 N N N

52E4 FALSE 1% CIN TRPA1 STANDARDSYBR None 27.362 27.472 0.134 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.813 N N N

53E5 FALSE 1% CIN TRPA1 STANDARDSYBR None 27.434 27.472 0.134 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.714 N N N

54E6 FALSE 1% CIN TRPA1 STANDARDSYBR None 27.622 27.472 0.134 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.426 TRUE 1 40 76.615 N N N

55E7 FALSE 1% CIN TRPV1 STANDARDSYBR None 35.276 36.844 1.550 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 75.036 83.426 Y Y Y

56E8 FALSE 1% CIN TRPV1 STANDARDSYBR None 38.375 36.844 1.550 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 61.218 82.143 85.104Y Y Y

57E9 FALSE 1% CIN TRPV1 STANDARDSYBR None 36.881 36.844 1.550 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.040 TRUE 1 40 82.340 74.839 61.415Y Y Y

58E10 FALSE 1% CIN TRPV3 STANDARDSYBR None 31.130 31.041 0.412 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 84.906 N N N

59E11 FALSE 1% CIN TRPV3 STANDARDSYBR None 30.591 31.041 0.412 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.104 N N N

60E12 FALSE 1% CIN TRPV3 STANDARDSYBR None 31.400 31.041 0.412 1.000 1.000 0.000 0.000 0.000 -100.000 TRUE 0.379 TRUE 1 40 85.005 N N N

61F1 FALSE NTC GAPDH NTC SYBR None 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 61.119 78.491 73.259Y N N

62F2 FALSE NTC GAPDH NTC SYBR None 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 60.921 74.148 91.815Y N N

63F3 FALSE NTC GAPDH NTC SYBR None 0.000 0.000 0.000 -100.000 TRUE 0.236 TRUE 1 40 82.636 92.704 76.714Y N N
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Results

		Block Type		Fast 96-Well Block (0.1mL)

		Calibration Background is expired		Yes

		Calibration Background performed on		03-29-2021

		Calibration Normalization FAM-ROX is expired		Yes

		Calibration Normalization FAM-ROX performed on		03-29-2021

		Calibration Normalization VIC-ROX is expired		Yes

		Calibration Normalization VIC-ROX performed on		03-29-2021

		Calibration Pure Dye FAM is expired		Yes

		Calibration Pure Dye FAM performed on		03-29-2021

		Calibration Pure Dye NED is expired		Yes

		Calibration Pure Dye NED performed on		03-29-2021

		Calibration Pure Dye ROX is expired		Yes

		Calibration Pure Dye ROX performed on		03-29-2021

		Calibration Pure Dye SYBR is expired		Yes

		Calibration Pure Dye SYBR performed on		03-29-2021

		Calibration Pure Dye TAMRA is expired		Yes

		Calibration Pure Dye TAMRA performed on		03-29-2021

		Calibration Pure Dye VIC is expired		Yes

		Calibration Pure Dye VIC performed on		03-29-2021

		Calibration ROI is expired		Yes

		Calibration ROI performed on		03-29-2021

		Calibration Uniformity is expired		Yes

		Calibration Uniformity performed on		03-29-2021

		Chemistry		SYBR_GREEN

		Date Created		2022-09-21 12:14:44 PM BST

		Experiment Barcode

		Experiment Comment

		Experiment File Name		C:\Applied Biosystems\QuantStudio 6 and 7 Flex Software\User Files\experiments\FELIX\2022-09-21 ANTAGONIST STUDY.eds

		Experiment Name		2022-09-21 035922

		Experiment Run End Time		2022-09-21 06:56:03 AM BST

		Experiment Type		Standard Curve

		Instrument Name		278860072

		Instrument Serial Number		278860072

		Instrument Type		QuantStudio(TM) 6 Flex System

		Passive Reference		ROX

		Quantification Cycle Method		Ct

		Signal Smoothing On		true

		Stage/ Cycle where Analysis is performed		Stage 2, Step 2

		User Name

		Well		Well Position		Omit		Sample Name		Target Name		Task		Reporter		Quencher		CT		Ct Mean		Ct SD		Quantity		Quantity Mean		Quantity SD		Y-Intercept		R(superscript 2)		Slope		Efficiency		Automatic Ct Threshold		Ct Threshold		Automatic Baseline		Baseline Start		Baseline End		Comments		Tm1		Tm2		Tm3		MTP		HIGHSD		THOLDFAIL

		1		A1				CONTROL		GAPDH		STANDARD		SYBR		None		14.906		15.055		0.138		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.465						N		N		N

		2		A2				CONTROL		GAPDH		STANDARD		SYBR		None		15.179		15.055		0.138		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.465						N		N		N

		3		A3				CONTROL		GAPDH		STANDARD		SYBR		None		15.080		15.055		0.138		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.958						N		N		N

		4		A4				CONTROL		TRPA1		STANDARD		SYBR		None		28.935		28.253		0.607		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.418						N		Y		N

		5		A5				CONTROL		TRPA1		STANDARD		SYBR		None		27.772		28.253		0.607		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.516						N		Y		N

		6		A6				CONTROL		TRPA1		STANDARD		SYBR		None		28.054		28.253		0.607		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.714						N		Y		N

		7		A7				CONTROL		TRPV1		STANDARD		SYBR		None		32.129		33.599		1.282		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				75.233						N		Y		Y

		8		A8				CONTROL		TRPV1		STANDARD		SYBR		None		34.180		33.599		1.282		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				82.439		76.023				Y		Y		Y

		9		A9				CONTROL		TRPV1		STANDARD		SYBR		None		34.487		33.599		1.282		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				81.846		72.272		76.319		Y		Y		Y

		10		A10				CONTROL		TRPV3		STANDARD		SYBR		None		29.421		29.311		0.102		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				85.005						N		N		N

		11		A11				CONTROL		TRPV3		STANDARD		SYBR		None		29.219		29.311		0.102		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.808						N		N		N

		12		A12				CONTROL		TRPV3		STANDARD		SYBR		None		29.293		29.311		0.102		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.808						N		N		N

		13		B1				DMSO		GAPDH		STANDARD		SYBR		None		14.589		14.339		0.229		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.662						N		N		N

		14		B2				DMSO		GAPDH		STANDARD		SYBR		None		14.140		14.339		0.229		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.057						N		N		N

		15		B3				DMSO		GAPDH		STANDARD		SYBR		None		14.288		14.339		0.229		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.057						N		N		N

		16		B4				DMSO		TRPA1		STANDARD		SYBR		None		28.145		27.872		0.254		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.023						N		N		N

		17		B5				DMSO		TRPA1		STANDARD		SYBR		None		27.827		27.872		0.254		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.418						N		N		N

		18		B6				DMSO		TRPA1		STANDARD		SYBR		None		27.643		27.872		0.254		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.516						N		N		N

		19		B7				DMSO		TRPV1		STANDARD		SYBR		None		35.660		35.012		0.628		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				74.641		80.366				Y		Y		Y

		20		B8				DMSO		TRPV1		STANDARD		SYBR		None		34.969		35.012		0.628		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				77.405		81.846		80.168		Y		Y		Y

		21		B9				DMSO		TRPV1		STANDARD		SYBR		None		34.406		35.012		0.628		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				75.332		80.859				Y		Y		Y

		22		B10				DMSO		TRPV3		STANDARD		SYBR		None		29.055		29.675		0.731		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.610						N		Y		N

		23		B11				DMSO		TRPV3		STANDARD		SYBR		None		29.488		29.675		0.731		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.511						N		Y		N

		24		B12				DMSO		TRPV3		STANDARD		SYBR		None		30.481		29.675		0.731		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.709						N		Y		N

		25		C1				AP-18 ALONE		GAPDH		STANDARD		SYBR		None		14.772		15.126		0.326		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.958						N		N		N

		26		C2				AP-18 ALONE		GAPDH		STANDARD		SYBR		None		15.191		15.126		0.326		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.958						N		N		N

		27		C3				AP-18 ALONE		GAPDH		STANDARD		SYBR		None		15.415		15.126		0.326		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.057						N		N		N

		28		C4				AP-18 ALONE		TRPA1		STANDARD		SYBR		None		28.378		28.416		0.657		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.319						N		Y		N

		29		C5				AP-18 ALONE		TRPA1		STANDARD		SYBR		None		29.091		28.416		0.657		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.516						N		Y		N

		30		C6				AP-18 ALONE		TRPA1		STANDARD		SYBR		None		27.779		28.416		0.657		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.615						N		Y		N

		31		C7				AP-18 ALONE		TRPV1		STANDARD		SYBR		None		35.306		35.033		0.819		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				80.958		66.153				Y		Y		Y

		32		C8				AP-18 ALONE		TRPV1		STANDARD		SYBR		None		35.681		35.033		0.819		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				83.228		74.542		80.563		Y		Y		Y

		33		C9				AP-18 ALONE		TRPV1		STANDARD		SYBR		None		34.112		35.033		0.819		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				75.529		81.945		88.361		Y		Y		Y

		34		C10				AP-18 ALONE		TRPV3		STANDARD		SYBR		None		31.036		30.721		0.276		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.610						N		N		N

		35		C11				AP-18 ALONE		TRPV3		STANDARD		SYBR		None		30.604		30.721		0.276		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.610						N		N		N

		36		C12				AP-18 ALONE		TRPV3		STANDARD		SYBR		None		30.523		30.721		0.276		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				85.005						N		N		N

		37		D1				AP-18 + 1% CIN		GAPDH		STANDARD		SYBR		None		15.064		15.312		0.363		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.057						N		N		N

		38		D2				AP-18 + 1% CIN		GAPDH		STANDARD		SYBR		None		15.144		15.312		0.363		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.550						N		N		N

		39		D3				AP-18 + 1% CIN		GAPDH		STANDARD		SYBR		None		15.729		15.312		0.363		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				80.958						N		N		N

		40		D4				AP-18 + 1% CIN		TRPA1		STANDARD		SYBR		None		27.869		27.743		0.112		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.516						N		N		N

		41		D5				AP-18 + 1% CIN		TRPA1		STANDARD		SYBR		None		27.702		27.743		0.112		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.615						N		N		N

		42		D6				AP-18 + 1% CIN		TRPA1		STANDARD		SYBR		None		27.658		27.743		0.112		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.615						N		N		N

		43		D7				AP-18 + 1% CIN		TRPV1		STANDARD		SYBR		None		35.886		34.861		1.051		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				78.787						N		Y		Y

		44		D8				AP-18 + 1% CIN		TRPV1		STANDARD		SYBR		None		33.787		34.861		1.051		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				74.937						N		Y		Y

		45		D9				AP-18 + 1% CIN		TRPV1		STANDARD		SYBR		None		34.910		34.861		1.051		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				76.220		79.083				Y		Y		Y

		46		D10				AP-18 + 1% CIN		TRPV3		STANDARD		SYBR		None		29.014		29.552		0.493		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.906						N		N		N

		47		D11				AP-18 + 1% CIN		TRPV3		STANDARD		SYBR		None		29.981		29.552		0.493		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.906						N		N		N

		48		D12				AP-18 + 1% CIN		TRPV3		STANDARD		SYBR		None		29.661		29.552		0.493		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				85.005						N		N		N

		49		E1				1% CIN		GAPDH		STANDARD		SYBR		None		16.005		15.883		0.187		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.254						N		N		N

		50		E2				1% CIN		GAPDH		STANDARD		SYBR		None		15.668		15.883		0.187		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.550						N		N		N

		51		E3				1% CIN		GAPDH		STANDARD		SYBR		None		15.977		15.883		0.187		1.000		1.000				0.000		0.000		0.000		-100.000				0.236				1		40				81.156						N		N		N

		52		E4				1% CIN		TRPA1		STANDARD		SYBR		None		27.362		27.472		0.134		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.813						N		N		N

		53		E5				1% CIN		TRPA1		STANDARD		SYBR		None		27.434		27.472		0.134		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.714						N		N		N

		54		E6				1% CIN		TRPA1		STANDARD		SYBR		None		27.622		27.472		0.134		1.000		1.000				0.000		0.000		0.000		-100.000				0.426				1		40				76.615						N		N		N

		55		E7				1% CIN		TRPV1		STANDARD		SYBR		None		35.276		36.844		1.550		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				75.036		83.426				Y		Y		Y

		56		E8				1% CIN		TRPV1		STANDARD		SYBR		None		38.375		36.844		1.550		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				61.218		82.143		85.104		Y		Y		Y

		57		E9				1% CIN		TRPV1		STANDARD		SYBR		None		36.881		36.844		1.550		1.000		1.000				0.000		0.000		0.000		-100.000				0.040				1		40				82.340		74.839		61.415		Y		Y		Y

		58		E10				1% CIN		TRPV3		STANDARD		SYBR		None		31.130		31.041		0.412		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				84.906						N		N		N

		59		E11				1% CIN		TRPV3		STANDARD		SYBR		None		30.591		31.041		0.412		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				85.104						N		N		N

		60		E12				1% CIN		TRPV3		STANDARD		SYBR		None		31.400		31.041		0.412		1.000		1.000				0.000		0.000		0.000		-100.000				0.379				1		40				85.005						N		N		N

		61		F1				NTC		GAPDH		NTC		SYBR		None														0.000		0.000		0.000		-100.000				0.236				1		40				61.119		78.491		73.259		Y		N		N

		62		F2				NTC		GAPDH		NTC		SYBR		None														0.000		0.000		0.000		-100.000				0.236				1		40				60.921		74.148		91.815		Y		N		N

		63		F3				NTC		GAPDH		NTC		SYBR		None														0.000		0.000		0.000		-100.000				0.236				1		40				82.636		92.704		76.714		Y		N		N






