Chordate precursors of kisspeptin-type peptides

HsKPP1 NP_002247.1

MNSLVSWQLLLFLCATHFGEPLEKVASVGNSRPTGQQLESLGLLAPGEQSLPCTERKPAATARLSRRGTSLSPPP
HsKP1

ESSGSPQQPGLSAPHSRQIPAPQGAVLVQREKDLPNYNWNSFGLRFCKREAAPGNHGRSAGRG

LoKPP1 XP 015197899.1

MGHTGKEMPCSPLRTESTMLLLTMMLMMSVQLVEPWAGHPQISSASPTVSGKKPEPGVQODILRRMSTTPPPGARL
LoKP1

ILPAAGKIPPALASLLFGSRFPRRGGWAQARPOQPPAAKREKNLSAYNWNSFGLRYCKRRSNTPPPQLG

LoKPP2 XP_015207582.1

MNRFLLLLAAVVVCQORTMGKPLSGSSPAEQFQNSASTPAGLGSLPHLAVREVEGPNSADQASLCYFVQESEVES
LOKP2

QTSCKLRFTRSKFNFNPFGLRFCKRNRNTVANDRSATPSELLLYLLYLKETGLAP

LoKPP3 XP_015195061.1 LoKP3.1
MRLPAISLLVAAVCLGVQSADPSQFLPLPLRTLRYRNVDSAPPPLPVDAPGLLASRLEGDSRRQAGEPYNVNSFG
LoKP3.2

LRFCKKRDTQISWISSGLRSGGKRGRPERGEA

BfKPP1 XP 002608257.1

MRTTAFLLASLLVLLHTILPSTVDSLALGGREAQHRQDCGGRRIRSRVPVGLKRAWPDRRGGLNSDDIFWEDTLP
BfKP1

NSIERRQPSTEIDDEEVVDSADPDRVQYNPNAWSREFC-RSMCP

BfKPP2 XP 002591617.1

MAVEAQMTSRAVVVAVLLVSMATSHPAAHAHLVSWAVPAKIEAQPAPQYEDVADSNSLALEAHEPLLEALSPESQ
BfKP2

PRHPASQPDSYRPLLIRLPWPLARALSKRARKPPNMNAWGQPW-KRDLSLVN

BfKPP3 XP 002608256.

MSPHIPGKTMVALLLILAAVASESRFAHKLPSFPGLQQTSGPYGPREPATTPLRSEFTQESRWQPWKPAGVVQTSE
BfKP3

GSSAGFGLLHEWFRIGSKRSGGAWVADTNMDDISPNMFSLHGKRNVS

BfKPP4 XP_002608492.1
MMKRRLLVAVLLLVACSMGCRGTQRDILLPHGAREDTAKSGDGRAVHDAVLLREVLTHGPTIEALVRSTMTTVLV
ATGWMYKMMHGKVPGLDGSSRRGLQQGRROGEFASTLHGILTSNIATTEQNSTSTARQTTETEVSTSHTARSGHE

BfKP4.1 BfKP4.2
YENEPPEYNPNSWSVFC-RMVSPQASPAPPEQDDEPGVPGMPVLAEMP PKAAANLNMWSSFC-RRSAADRIPERTRD
BfKP4.3

GSPVRSSSVNPAFFLTPFCDQTDKQRSIEERQVKQTGDAAASHKRTPDPRVYPPNARPTLOQPDWTKIPEEG

Echinoderm precursors of kisspeptin-like peptides

ArKPP1 ALJ99947.1

MEWFTKCCLLVILAVCEFGSSEFVLGDGRNLOGYNGDLYNGEFENEEGTEALRNIIGQIIDDVDAKNNIRTAILEDT
ArKP1l.1 ArKP1.2

LEHAQYEPDKRSGRCRSGTKCIMRGPNPNTASRVLPFC-KREDDSPNKLARRGRGPPKNSRARGGRTLLPF (KRR

SpKPP1 XP_003725009.1
MMEVRTSVTAVTVLLALLCAVATGDDYVPSKLYADSSPGSMYDVDGVATQPDDDNDVDDLLMTVIARLIQNIDPN
SpKP1.1
KLDKASTHRLLAAITGLNPPQQIHLSKALLDENLDPANADFMIPDDDKRSRCRGRQCRNVGGLNPNANLRPLPF
SpKP1.2
KRSRFSGASQHQGSLSSSSLGDFSNKRGRTKNRIRERVPHFLPFCRR



AJKPP1 AWU78782.1
MDKIVFPILLSLLCGTVFSASLADTNLKDYEDRLDDARERVLKLIAGLLSDDTYQEQFTGEQDEDDLAVNIPILE
AjKP1.1
NLLAENDGEDVIDADDTAELIFESLSNNGRPIDEKRAGSLDCLEASCEDVERRGRQPNRNAHYRTLPFCKRVQRQ
AjKP1.2
TFSTVRNTRKSAVKNKNKSRARPPLLPFCK

ArKPP2 ALJ99949.1
MLLAMAPNGEMMTRFLLAAHFLLLAVSIVNARVYEFNGEDETKSGLLELSEYGENEKVDGTEDVDGQQVEDRQWKG
ArKP2.1
EDQWKSGLYAAQRSLOSYPNTAKRSWPQTGMYNKQSTNWLRALAQEPRWHSAMAKRQLWANQQSGLF -KREADME
ArKP2.2
RTLPAWNVKRSAEEREFARQSRGGGVPHVFQSGGIF-KRSSDDWAKRYE

SpKPP2 XP 011683115.1
MALNRLKVACCVVEVYLCLALLTSAKEFSPLTGDDFAKNYDPQPWGVDNPAPMNLOQDPONTEFYNEADVGKELDEK
SpKP2.1
RGTKNDRLRGLRRLSRLYGELGLDRLRPVKKTPETADDMYSLDDKRNDAGMPKRDAGPHAWYGTGMF -KRTDENR
SpKP2.2
GRWRIRSPRPQPYRVGLFC-KRDFETVDMNELAQITEAIREDESRR

SpKPP3 XP 011679113.2
MAYFLRSMIFNVIITSVLLALFIGTVPSQTANAYDEVKOQWHNELLDDPDTTYQHIESAGKNDEKRNAFNDKLRGL
RRLSRIIDSLGFESDIRPAKKSPEIVDKLDNANGNGGRQIVSSGHIINQNSGVIDDAIPLVGDGLRNVASPQODMD

SpKP3
GRQTPSDQQEGWKLKSRVTTNADEPKETGVPKRSALGLEAFRQKSRESRRRWGGKASRPQPFRIGLF -KRDAAET
LGMINTSDLADITIAEMLNGDPNNNQPSQTD

AJKPP2 AXU40272.1
MANLYYISISLIAVVVLSSVICVLADGIDGESPLAKRRRLSIEKLRNTGRLRRIFKKRFDENEFQGVDDEDELMS

AJKP2.1 AJKP2.2
PTDFLDFLDELEALERLKENKIEYEKRGNARREGSRKMNGWYTGMFCKRSSAASIRETRNIPQTYLSGDYFCKRF
SDESPAEGLDWKRTYNLEDTAEDLE

Echinoderm precursors of L-type SALMFamide peptides

ArL-SALMFa ALJ99974.1
ArSl.1
MKGQHLLAVAVVVVAGSFGIIEAYSPFGGYNRAPFDNVWVRADSMARGGSTGEDEANEQRMTGAKRPAGASAFHS
ArS1.2 ArS1.3 ArSl.4 ArS
ALSYCKRGDDDSAEVERRAYHSALPFCKRTPIEKRAYHTGLPFCKRDDEAAEQDAMMERRGENSALMEFCKRLHSA
1.5 ArSl.o ArSl.7
LPFCKRGYHSALPFCKRLDTTDEGDIIERRGYHSGLPFCKRATDDEAVNDILDQLRSEEN

SpL-SALMFaP EC439101. SpS1.1
MQVQQITVFLVACTLSVLVVAYAQEDAETVLLNRLRDIAARAAAGELPDFFADVDDYKRGGKKNMGSIHSHSGIH
SpS1.2

FCKRRDSESSERARNTKRMRLHPGLLEFCKRAPVOKWDQWQAQDTYNPDWELGQEN

AjSALMFaP AWU78784.1

MKAYQIIVPAVMCVLAAILARTEADGELRILNNRLFELTKELEERLREQQLEDADLILTEDGDQEIGMKKVVSRA

A3S1.1 AjS1.2

WSPLVGQTGIAFCKRTDGLDRARSQTDQRAKKTRSRSMFGNTALPFCKRAGY I PHAQE IWDLQDAANNLDTFEEV
AjS1.3

PVKKRMGFTGNTGILLCKRNADDAQE



Echinoderm precursors of F-type SALMFamide peptides

ArF-SALMFaP ALM01494.1
ArS2.1
MMVRFVALLGAVSLLVCQSAGLDAADVEEQDEFNKPYAPDSSYADLNALLGNNVPSLHSASKRQQOSDREREVEAA
ArS2.2 ArS2.3
QOTQFYPYCRRTDPRKASGGEFTF -KRGQYFIPIPYEKREMDEVNPYSVAKRDDELTGLEEYQASKRSGPYSEFNSGL
ArS2.4 ArS2.5 ArS2.6 ArS2.7 ArS2.8
TFCKREPEKRNIFGSYDFCKRAYGNNEFSFCKRGMGVSSEFSFCKRSGLEGEQMMPEDKRAFGDFSFCKRNNGLSSF
TFCKREGER

SpF-SALMFaP XP_003724375.1
MLFTMRVLVALALCLCFIAPSPVLSFTMPEEKFVENKMADVGEEGTGONNINSIAKSLIREVFGAAEEREMEAEN
SpsS2.1
EAEDEAELSLSKRTTGSTRPQREIRARAQYAARRPPVTTRSKFTFCKRSSPTPVISRPLAEQLLEELQRNAEMSD
SpS2.2 SpsS2.3 SpS2.4 SpS2.5 SpS2.6
DWRESDKLALLNDAALYDSLVDSHQVQKDAYSAFSFCKRGMSAFSFC-CKRAQPSFAF -KRGLMPSFAF-KRPHGGS
SpS2.7
AFVFCRRDWAPREQDFANAAEESGPYKRGDLAFAFCKREDQ

AjJF-SALMFaP MF401999.2
MAPPSIFLLISVSFLAVLHPSHTETLDHTGAIVKEIQMELPHDMETAQLLLQGQELRDLADELALDYLNERSDDD
Aj§S2.1 Aj§S2.2 A§S2.3
DTFSNIAKREPGRSSTTNNKDTMYEPFVRRGVPPYVVKVTY GKRSDDKRFKSPFMFCKREDLNGLDKRGYSPFMF
Aj§S2.4 AjS2.5 A§S2.6 A§S2.7
KREMAQPHLSEKRARYSPFTFCKRDGADDEDENLEEVKRGGYSALYFCKRVPELAESDGGQSKLYFCKRGHRGG
A9S2.8
QFSQFKFCKREDGALGMDANEDDEMEQNFEKKDA I TONKRFKSSFYLCKRNYVAENEDMEDLQDV



