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score chr from (bp) to(bp) from SNP to SNP build 37
broad - use this when you expect some genefic heferogeneity

10000 3 109093307 1255922316 nia nia region  genotypes
10000 4 119607369 138179218 nfa nia region  genotypes
10000 12 31206225 45228123 nfa nia region  genotypes
10000 14 709386823 77468045 nfa nia region  genotypes
10000 14 77468051 89180551 nfa nia region  genotypes
10000 14 50644281 94116484 n/a nia region  genotypes
10000 15 43059601 44828278 nfa nia region  genotypes
10000 16 64971559 69976613 nfa nia region  genotypes
10000 17 5559103 8047059  n/a nia region  genotypes
9953 11 103304768 108593482 nfa nia region  genotypes
89912 4 47512668 53444021 nfa nia region  genotypes
9107 8 42437612 52142793 nfa nia region  genotypes
8619 11 S074642 12002226 nfa nia region  genotypes
ahdd 12 109281520 110913195 nfa nia region  genotypes
ad71 1 34795168 36859082 nfa nia region  genotypes
8289 3 33373431 37984255 nfa nia region  genotypes
8188 17 59234387 61402952 nfa nia region  genotypes
a0d41 14 30895077 35023093 nfa nia region  genotypes

narrow - uze this when all patients are in the same family



