C G G G G

T G G G G G C
G T 66 6GC TG 66 6 6GC C GG G 6

I G C AC C CA G A A

T G C G C

T

T

C

T

6 C 6CTGCACCTCAGAAGCLC G 6T

f 268
T G T G

T

FETRAZE00_T,

2F_GO8 Fragment base #147. Baze 1

C

T G G 6 6 6 €C C G G G G

G C

G GHll T C G

C T G € A CC CA G A AG
G C 6C TGCACCTCAGAAGTC C G GTTTC

G

C

6 6GC TG 666G 6CCG GGG

G T G

T

AET442801_8 AJF_HO® Fragment base #147.

T G GG G GC C G G G G

G C

G

3 Base 112 of 366
T C T G TG

G Gl

C

G C6CTGCACCTCRATG ARAGTCSG GT TCTG TG

A A G

T G C AC CCA G

T G C G C

T

6 GC TG 66 6 6CCG GGG

G G G GC C G G G G

T G

T G G G C
TG G GC TG

jgment base #147. Base 113 of 258
T C T G

G ol
T 66 CACCTCMAG AA AGT LG GT

FF_ADE Fr

[

E]

TR

G C T G C AC C C A G A AG

C

G

6 6 6G 6GC CG GG G

TC TG

T G C GEC

WA A A A s nsnan g

gment base #149. Base 115 of 267 »

C

= 462626001_1_MNew_F_A02 Fra
A A G C

T G 6 G G G C C G G G G

T G T G G G C

Gl T

ARGC 6 6G TTCTGTO GG 6CTUG 66 66CCG6 6 G6G6

G

T G C AC C CA G

G C

C

G
TG CGCTOGCACTCTCATG

C G G G G

T G G G G G C

G C

G

ase

C

=nt base 2148,
T

5 F_BOZ Frag
G G

C

N

-

[y
T G C A C C C A G A A

G C

C

T G

G 6 C TG GGGGCLECTCG GGG

G TG

T 6CGCTGCACTCCASG A AGTCLC GG GTTCT

C G G G G

T G G G G G C

C

G

G

T

27
T G T G

Base 1
TG CACCCAG AAGLC G G6GGGTTCTG TG

8.

nt base #14
T C

ra-i e

C ACC CAG

T G

TG 6GG6G 6 6GCCG 666

G G C

G C G C

T 6 C G C

T

4 New F D02 Fragment base #149. Base 113 of 267 =

= 462686001

First raw - proband (lll-5); second raw - unaffected sister (IlI-4); third raw - father (1I-1); fourth raw — mother (II-2); fifth raw

—affected sibling (l11-6); sixth raw — unaffected sibling (Ill-1); seventh raw-unaffected sibling (l1I-3)



