
File Name: Supplementary Data 1 

Description: This file lists all samples sequenced in this study with associated 
accession numbers of the raw sequencing reads and assembled consensus 
sequences. De-identified participant, sample, sequencing, and clinical information is 
also provided in this file. Samples included in the within-host virus diversity analysis 
are annotated under the ‘Included_in_this_study’ column. 


