Supplementary Table S1

Melanoma cell lines and their mutations.

	Cell line
	p15INK4B
	p16INK4A
	BRAF
	NRAS
	TP53
	Other mutations/notes

	Hermes I
	+
	-
	
	
	
	p16-null melanocytes immortalized with hTERT

	NOHM 1
	+
	+
	
	
	
	Normal diploid human melanocyte strain

	NOHM 4
	+
	+
	
	
	
	Normal diploid human     melanocyte strain

	NOHM 5
	+
	+
	
	
	
	Normal diploid human melanocyte strain

	NOHM 6
	+
	+
	
	
	
	Normal diploid human melanocyte strain

	SGM2 (RGP)
	+
	-
	V600E
	WT
	
	(BRAF V600E)

Subtetraploid: 85, XXX, )1, )3, )6, )9, )9, der(13,14)(q10;q10

	SGM3 (RGP)
	+
	+
	V600E
	
	
	(BRAF V600E)

Tetraploid, translocations in 3p and 8q, unbalanced 3q and 4qd

	SGM4 (RGP)
	+
	-
	V600E
	
	
	(BRAF V600E)

46, XX, add(7)(q?36), add(17)(q?25)

	SGM5 (VGP)
	-
	-
	
	
	
	NRAS Q61K

46, XY, der(9)t(9,13), +der(9)t(9,13), add(9)(p?24), )22

	WM-35 (RGP)
	-
	-
	V600E
	WT
	WT
	Heterozygous for BRAF



	WM 1650 (RGP)
	-
	-
	
	
	
	

	WM-98-1 (VGP)
	+
	-
	V600E
	WT
	
	BRAF V600E, not NRAS Q61K, this study


	ME 10538 (VGP)
	-
	-
	V600E
	
	
	Homozygous for CDKN2A deletion

	ME 1402 (VGP)
	-
	-
	V600E
	
	
	

	WM-1341 B (VGP)
	-
	-
	
	
	
	

	DX3
	-
	-
	WT
	Q61R
	WT
	Activated N-RAS oncogene

ATM p.Pro604Ser 
PTEN p.Lys128_Arg130del

Parental, metastatic

	A375P
	-
	-
	V600E
	WT
	WT
	Homozygous for CDKN2A p.Glu61Ter (c.181G>T) (p.Gly75Val; c.224G>T) and p.Glu69Ter

Parental, metastatic


