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Parent Tolerance: 0.50 Da (Monoicotopic)

Dotabase: UNProtkB/Swiss-Prot Relesse 15.13 (20276 entres)

Digestion Enzymes Trypein
fssed Cleavages: 2

Wax i
Scaffold Verson: Scafold 3 00,01

SAMPLE

SaupLE 2

SAMPLE T
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eptde

Protin Thresholds: 99.0% minmum and 2 peptides minmum

PROTEIN NAME

Apolpoproten AT APOAL

alpoproein 8100 APOB
Aoolpoproten 8-100 APOB
Apolpoprotain 8100 APOB
Apolpaprotein 8100 APOB
Apolpoprotain 8100 APOB
Apolpoprotein 8100 APOB
Apolpoprotain 8100 APOB
Apolpoprotein 8100 APOB
polpoprotein € APOE.

Aoolpaproten € APOE

Basement memlyane-speifc heparan sulfte proteost

ican core proten

Basement memlyane-speifc heparan slfte proteost

ican core proten

Basement memlyane-speifc heparan sulfte proteost

ican core proten

Basement memlyane-spefic eparan sulfte proteost

ican core proten

Basement memlyane-spefic eparan sulfte proteost

ican core proten

Basement membyane-speific heparan sulfte proteost

ican core proten

Basement mermlyane-speific eparan sulfte proteost

ican core proten

Basement memlyane-spefic eparan sulfte proteost

ican core proten

Bosement

Basement memlyane-speific eparan sulfte proteost

ican core proten

Basement memlyane-spefic heparan sulfte proteos!
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HsGz
Hercz
HsGz

o2

HsGz
Hercz
HsGz
Heraz
HsGz
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Hercz
HsGz
Hercz
HsGz
Hercz
HsGz
Heraz
HsGz
Hercz
e

Protein accession Protein Mw (Da) Protein ID probability

APOAL_UMAN
APOAL_HUMAN

PGSI_HUMAN

153790

1.8,2:5,3.5 and 3.5 for singy,doudy,Uiply and qusdruply charged peptides

n % coverage

qouipuesrc

PSGLADLK

Peptide ID probability SEQUEST XCorr score  SEQUEST DCn score  Number of enzymatic termini

265
et

Variable modifications.

m7: Ouidation (+15.99)

m6: Ouidation (+15.99)
mG: Oxidation (+15.99)

mi0: Oxicaton (+15.99)
m10: Oxidaton (+15.99)
mé: udation (+15.99)
mG: Oxidation (+15.99)
m6: Oudation (+15.39)
mG: Oxidation (+15.99)
m6: Oudation (+15.99)

m6: Ouidation (+15.99)
mG: Oxidation (+15.99)

<61 Carbamidomethyl (+57.02)
et Carvamidomethyl (457.02)

1. Carbamidomethyl(157.02)

e1: Carbamidomethy (+57.02)

€1 Carbamidomethyl (+57.02)

Carbamidometny| (+57.02)

ca: Carbamidomethyl (+57.02)

7. Caramidomethyl (457.02)

Observed m/z

6157359
181204
083773
v
s05.9209
S63.5092

63459

Actual

Calculated +1H

255361

Spectrum charge



Bigyean 8G:
Bidyean BGN

can BN
Bigyean BGN
Bidyean 8GN
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Biyean BGN

can EN
Bigyean BGN
Bidyean 8GN
Bigyean BGN
Bidyean 8GN
Bigyean BGN

can BN
Bidyean BGN
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Bigyean BGN
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Custerin €U

i

Custern CLu
Gustern CLu
Custern CLu
Gusterin Clu
Custern CLu
Gusterin Clu
Custern CLu
Custerin Clu
Cuatern CLU
Gusterin Clu
Custern CLu
Gusterin CLu

Collagen apha-1(XVIT) chain COLISAL
Colagen aha-1(XVIII) chain COL18AL
Collagen apha-1(XVIT) chain COLISAL

Colagen aha-1(XVIII) chain COLBAL
Colagen

Colagen

Colagen

Colagen

Colagen

Colagen

Colagen

pas1_AuMA
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PGSI_HUMAN
PCSI_HUMAN
PGSI_HUMAN
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PGSI_HUMAN
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PGSI_HUMAN
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PGSI_HUMAN
PGSI_HUMAN

e
‘o1 HuAN
ORI HUMAN
‘o1 HumAN
ORI HUMAN

‘ConRz_HumAN
‘COBAZ HUMAN

4163790

108,562.80

NOCSDLGLK
EISPOTTLLDLONDISELR
EILSVDESTANPSQAK

LLLFSDGNSQGATPAATEK
LLLFSDGNSQRATPAAIEK
LLLFSDGNSQGATPAATEK
LLLFSDGNSQRATPANIEK
LLLFSDGNSQGATPAATEK

JAVITOGR
IAVITOGR

LUUFSDGNSQGATPAAT

s e
FEDGNSQUATPANIEK

LLLFSDGNSQGATPAATEK
LLLFSDONSQRATPAAIEK.
LLLFSDGNSQGATPAATEK
LLLFSDONSQRATPAAIEK

i Carvamidomethyl (457.02)

7 Carbamidomethy (+57.02)

m12: Oxicaton (+15.99)

<21 Caramidomethyl (457.02)

m19: Oxicaton (+15.99)

m6: Ouidation (+15.99)

5044153
504.4606
526,054

ey
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Colagen apha-3(V1) chain COL6A3
Colagen Lers
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Len
Colagen coLens
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corin DO

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

Decorin DN

Decarin DN

coenz_HuMAN

PGSZ_ HUMAN
PaS2_ HUMAN

108,562.80

3973020
3973020

VERWITDGR

VERWITDGR
DYDSLAGPGFFDR
DYDSLAGPGFFDR

ITEGVPQLLIVITADR
VewarsNDUFPEFYLC

LSOAGITPLATR
LQPVLQLPSPGYGGK
LQPVLQPLPSPGGGK

SLDEISQPAGELKR

SSGIENGARQGmK

e
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ma: Oxidation (+15.99)
ma: Oxidation (+15.99)

m7: Oudation (+15.99)
m7: Ondation (+15.99)
m7: Oudation (+15.39)
m7: Onidation (+15.99)

m7: Ouidation (+15.99)
m7: Onidation (+15.99)

ma: Ouidation (+15.99)

ma: Onidation (+15:99)

m7: Onidation (+15.99)
m7: Oudation (+15.99)
m7: Ondation (+15.99)
m7: Oudation (+15.99)

Carbamidomethy| (+57.02)
Carbamidomethy| (+57.02)

Carbamidomethy| (+57.02)

Carbamidometny| (+57.02)
Carbamidomethy| (+57.02)
Carbamidomety| (+57.02)
Carbamidomethy| (+57.02)

mi12: Oxidaton (+15.99)
mi2: Oxicaton (+15.99)

s30.7204

e7139m
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EGr-containing i

EGF-containing bl

]

Limican LUM

erevp1
Erenp1
erevp1
Erenp1
erevp1
Erenp1
erevp1

Erenp1
i

FeurL

pas2_ HuMA
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
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PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN
PGSZ_ HUMAN
PaS2_ HUMAN

3973020

oFersLeMverR
OFEPSLGPVCPFR
DFEPSLEPVEPR
OFEPSLGPVCPFR
DFEPSLEPVEPR
OFEPSLGPVCPFR
DFEPSLEMVEPR
OFEPSLGPVCPFR
DFEPSLEMVEPR

NYGFWDK

EVIGITQGAR
LrETPILAR
NLFETPILAR
FELLGEELNGEANPLGLK

SLEDLQITHK

m12: Oxicaton (+15.99)

a: Carbamidomethy (+57.02)

mo: Oudation (+15.99)
mO: Ouidation (+15.99)
mS: Oxdation (+15.99)

<61 Carvamidomethyl (457.02)

mi: Oxidation (+15.99)
mi: Oudation (+15.99)

495601



proargin PRELP

steolaTHK

KITAKDFADI

e

IEEIRLEGNPIVGK.

IEEIRLEGNPIVIGK.
Lpviprc

QuiELAGK

VGLNELYHGQIETIGEK

VGLNELYNGQLETIGEK
SFPNLAFIR

7. Caramidomethyl (457.02)

mi: Oxidation (+15.99)
i Oudation (+15.99)

45716

595,05
obs.5038



SaMPLE 3

proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
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proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
proargin PRELP
Prolrgin PRELP
Tensecin T
Tenascin ThC
Tenascn ThC

Versicen core proein
Vironectin VTN

Vitronectin VT

ein
Vo
voan

LLASDAGLYR
LiFERRQ

ANTSRYTLIFERAQK
NGFDQIDYGWLSDASVR
FEDGULDPDYPR.
SIAQULGCPAPGHL

mS: Ondation (+15.99)
mo: Oudation (+15.99)

m3: Ouidation (+15.99)
m3: Oxidation (+15.99)
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Carbamidomethy| (+57.02)
Carbamidomethy| (+57.02)
Carbamidomety| (+57.02)
Carbamidomethy| (+57.02)

Carbamidomethy| (+57.02)

Carbamidomethy| (+57.02)
Carbamidomety| (+57.02)
Carbamidomethy| (+57.02)
Carbamidomety| (+57.02)
Carbamidomethy| (+57.02)
Carbamidomethy| (+57.02)

Carbamidomethy| (+57.02)

Carbamidomethy| (+57.02)

sss.1503

53928



