Table S7. DNA accessibility data for mouse cell lines used in this study.

	Cell line
	Type
	Source
	Identifier
	Reference

	CH12.LX
	DNase
	ENCODE
	ENCFF001PGJ, ENCFF001PGR, ENCFF001PGO, ENCFF001PGT, ENCFF001PGN, ENCFF001PGL, ENCFF001PGM, ENCFF001PGK, ENCFF001PGQ, ENCFF001PGP, ENCFF001PGS
	(1)


	G1E
	DNase
	ENCODE
	ENCFF001LUD, ENCFF001LUH
	(1)


	MEL
	DNase
	ENCODE
	ENCFF001OMV, ENCFF001OMW, ENCFF001PUL, ENCFF001PUM, ENCFF001PUJ, ENCFF578DTE, ENCFF158XRX
	(1)


	ES-E14
	DNase
	ENCODE
	ENCFF001PIR, ENCFF001PIW, ENCFF001PIT, ENCFF001PIS, ENCFF001PIV , ENCFF001PIU, ENCFF001PIX
	(1)


	C2C12
	ATAC-seq
	GEO
	GSM1972411
	(2)

	G1E-ER4
	DNase
	GEO
	GSM746567
	(3)

	E14TG2a.4
	ATAC-seq
	GEO
	GSM4433145
	(4)
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