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Plot statistics
Residoes in most favowed regions [A,B.L] 180 SS0%
Residoss in additional allowed regions [ab.Lf) U L%
Residoss in generonsly allowed regior [-a,-be-l-p) 2 0.5%
Residoes in dsallowed regiom Q 0.0%
Nomber of non-glycine and nom-proline residoes U6 LRNIE
Nomber of end-residoes (excl. Glyand Pro) 2
Nomber of glycine residnes (shown as trangles) ]
Nomber of proline residnes 4
Total number of residues 232
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Phi {degrees)
Plot statistics
Residoes in most fivomwed regions [A,B,L] 185  360%
Residves in additional allowed regions [ab.Lp] a5 1L6%
Residues in generonsly allowed regioms [-a,-b.-l-p] 4 L9%
Residoes in dsallowed regiom 1 0.5%
Nomber of non-glycine and non-proline residoes A5 1w

Nomber of end-residoes (excl. Giyand Pro)

Nomber of glycine resides (show n as triangles) 9
Nomber of proline residnes 5
Total number of residnes 21
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